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Fig.1 Sequences alignments for the nucleotides of 255 rRNA 5' terminal Dla region
from seed plants, The nucleotides that we didn' t sequence are denoted by x and

deletions are denoted by* (Correction: “T. mairei” should be “C, haingnensis”)
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Fig.2 Sequences alignments for the nucleotides of 25s rRNA 5' terminal D¢

region, (Correction; “T, mairei”

A1

should be “C, hainanensis™)

AT 14p25s-rRNA 5735 % K(Dla+Dlc) 571t it
(RELFARFHBHZAORTREFK, ALTHRABEREGKnuct )

Tab.1 Pairwise comparison of 255 rRNA 5' terminal conserved regions (D;a+

Disc) sequences from seed plants, (The numbers of nucleotide differences between

all the species are species are given in the upper right half of the table, and cor-
responding Knuc values in the lower left half of the table)
Gm Cr Gb Gp c¢h Le Ht Bn Zm Os Pp

G.parvifolium 13 11 13 12 16 16 18 18 17 19
C.revoluta 0,073 4 10 9 11 11 9 16 15 21
G, biloba 0.061 0,021 6 5 10 10 10 14 13 18
G, pensilis 0.073 0,055 0,032 2 11 11 13 14 13 18
C,hainanensis 0,067 0,049 0,027 0,011 10 10 12 12 11 18
L.esculentum 0,081 0.061 0,055 0,061 0.055 8 9 8 19
N,tabacum 0,091 0.061 0.055 0,061 0,055 0,017 8 20
B.napus 0,103 0.049 0,055 0,072 0,066 0,033 0,027 10 11 21
Z . mays 0.103 0,091 0.079 0,079 0,067 0.049 0,039 0,056 1 20
O,sativa 0.104 0,085 0,073 0,073 0.061 0,044 0,044 0.062 0.005 19
P.parkeae 0,110 0,122 0,103 0,103 0,103 0,111 0,114 0,122 0,118 0,110

BARBTRTEMOTH—NERESN, AR BEREEH SRHIES BT HWHE

L, BHATUADRRERRNEITRLHERCD,

FRE Sy IR,

@OEAFDPEZEMEKRK MK

MRMNEABHS FAMFIERRE, FTRBER—ER VRN TEY EN5HK
FRERTHYNS BEZRTHE, MESREEZANS B WRECRTFEDS
BTEHDS BZERENNH. B, RIOINAS T (RNA BRES & B, XHKE
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Fig.,3 Phylogenetic tree of rRNA from seed plants (Dsa +Dic). The tree was
constructed by using UPGMA method with Kauc values of Tab.1 In this
representation, the distan ce between two species is proportional to the
sum of the projections on the X axis (1/2 Knuc) of the branch lenthes,
on on while the Y axis are arbitrary. (Correction: “T. mairei” should

be “C, hainanensis”) -
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Molecular Evidence for the Relationship among Gnetum,

Gymnosperm and Angiosperm

Shi Sukua* Qu Lianghu Yu Xiaogiang Zhang Hongda

Abstract 188 nucleotide sequence of 255 rRNA 5’ terminal region from Gretum
parvifolium C,Y Cheng was determined, Comparing and analysing the sequeaces
of 4 species of Gymmnosperms, 5 species of Angiosperms and a green algue,
a phylogenetic tree of rfRNA was constructed, It may be concluded that Gaetum
is a special group of seed plant and relates comparatively more closely to
gymnosperm, But it is possible that there are the parallel relationships among
gymnosperm,angiosperm and Gaetum,

Keywords Gnetum parvifolium,analysis of sequence,phylogenetic tree
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