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Tab,1 The molecular weights of different fragments generated by

reciprocal double digestions with six restriction enzymes

BEas : FB%A FEBA/MNCKD)
EcoR I —Hpal 2 2,25, 0.75
EcoRI—Hpal 2 1,75, 1.2
Hpa ] —Hpal ’ 2 2,45, 0.5
EcoRV—EcoR I 2 2.11, 0.84
EcoRV—Hpal 2 2,81, 0.14
EcoR ] —Pvu] 3 1,8, 1.1, 0.05
Hpal —Pvul 3 2.5, 0.4, 0,05
EcoR] —Ava] 3 1,95, 0.5, 0.5
Aval —Hpal 3 2.45, 0.2, 0,2
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Restriction Map and Tc¢" Gene Localization of the
Truncated Plasmid pAL32 Derived from
the Plasmid pCJ3 in Bacillus pumilus

Zhou Zhenlin* Chen Qi Wang Ge -Xu Hong

Abstract The truncated Tc” plasmid pAL32 deri_w;_qd from the plasmid pCJ3 was
cleaved by reciprocal double digestions with 6 restriction endonucleases, The
molecular weights of the fragments were estimated by agarose gel electrophoresis,
A simple restriction map of pAL32 was thus constructed, Recombinants were obtain-
ed by cloning EcoRV fragments of ADNA using Km" Tc” plasmid pSC33 as vector
which was constructed from the plasmid pAL32 and the removed origin plasmid
pUB110, All of them are resistant to Km and sensistive to Tc, A Km"Tc¢* recom-
binant plasmid was also obtained by Pvu] digest from the plasmid pAJ.32 and
pUB110, Based on the inactivation of the tetracycline resistance of these recombi
-nants, it is suggested that EcoRV and Pvul sites are located on Tec’ gene of the
plasmid pAL32, e ' )
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