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Tab. 1 Size (kb) of SINPV DNA restriction fragments
IS /N Hind X +4Pst [ N
Hind T B} * Pst | B EX x ind X+ xA
(kb) (kb) SR Bt (kb)
A 35. 00 a 33.10 1 17. 48
B 35. 00 b 17. 83 2 15. 23
C 16.76 c 17. 83 3 13.27
D 13.95 d 17.11 1 10. 05
E 12. 27 e 16. 12 5 9. 00
F 12.27 f 12. 97 6 8. 91
G 9. 43 g 6. 30 7 8. 11
H 8. 17 h 6. 30 8 7.62
i 4. 97 9 7.62
) 3.97 10 6. 30
k 3.20 11 5.95
I 2. 13 12 1. 91
m 2. 07 13 1.24
n 2. 07 14 1. 24
15 3.97
16 3.77
17 3.20
18 3.20
19 2.94
20 2.13
21 2.07
22 2. 07
EHA KL/ 143. 15 145. 97 145. 81
%2 SINPVDNA mBsM AR 5 ¥ BMRRGEL L2
Tab. 2 A single and double digestion restriction fragments of overlapping
Hind 1 5 Hind I H& Pst I 5pa 1 &£
HB R R A B B RN B
A 1. 3. 15 a 1, 2
B 2, 6, 10, 13 b 7. 11. 18
C 4, 14. 20 c 4, 8
D 5. 19. 21 d 3. 4
E 9, 17, 18 e 5. 9
F 8. 11 f 6. 12
G 12. 16, 22 8 16, 19
H 7 h 10
i 13
j 15
k 17
| 20
m 21
n 292
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Clone and Partial Nucleotide Sequence of the Spodoptera
Ltura Nuclear Polyhedrosis Virus Polyhedrin Gene

Zeng Qg™ Long Quegrwm Wang Xunzhang Pu Zhelong

Abstract A restriction endonuclease map was determined for the Spodoptera {itura nuclear polyhe-
drosis virus (SINPV) genome. The order of the fragments generated by the enzymes Hind I and
Pst I was analysed using double digestion of the total genome and digested of isolated restriction
fragments. The location of the polyhedrin gene was then determined using a cloned polyhedrin
gene from the Aufographa californica NPV as a hybridization probe. The SINPV polyhedrin gene
was located on Pst | -~ B/C/D, BamH [ -B/C and EcoR [ ~ A/B fragments. A fragment con-
taining this gene was cloned and the pratial nucleotide sequence of a 1. 0 kb fragment was deter-
mined which contained the plyhedrin reading frame or/and some flanking sequences. This gene
was demonstrated 64 % nucleotide sequence homology to the AcNPV polyhedrin gene and 53. 6 %
~ 59. 6% nucleotide sequence homology to the Bumbyr mor: NPV polyhedrin gene.

Keywords SINPV, polyhedrin gene, restriction enzyme analysis, cloning and sequence analysis
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