k% (B RBLEBO
$3sH HIM ACTA SCIENTIARUM NATURALIUM Vol. 35 No.3
1996 4 5 A UNIVERSITATIS SUNYATSENI May 1996

Al S8 RS i BhE]H 4 46 DNA B RFLP %5

R & K
(FLXF2HRRARF S, W 510275)

B B B EoRl 5 Al MRIERSH TSRS & RO AR 5 R EFT 4R 4% DNA (cpDNA)
f RFLP 4}, %5 BRI S #FE cpDNA B RBM E5HE, SRS IH— B
#h, BIEFIHY cpDNA F B 24584 T Fids B4t

X4RiE  RITFS. HH4R(k DNA(PDNA), RFLP 4347
S¥E @75, Q341

B8 B IE RS (Oryan sativa L. DEM R EXE SR EHFFE, HEFHETAR
RO, Al A F B LR, BIRIRS (0. sativa ssp. indica Kato) FIIERG (0. sativa ssp. japoni-
ca Kato). X} 40 1% 758 (5 5 MBI AN M AT B 0 R4 A A H 5 M s 84T T RIF a9 0.

RFLP (FR il 1 BL i< B 2 B4 S 47 R BFK DNA BN AR F B, X4k DNA
(cpDNA) By RFLP 347t/ i N FHYBERE . BREZXREFTEHNHR. N
FiZFHEAR, X RIERA — b8 B 4T2 # DNA, cpDNA B9 B S#EA -9, BR Y
BRERAAHYEARESEE Fi, BAVER SN ABHRIEBEFHHRTEH
AT EMATRBESE - EREATTAHERBRENMH, ﬁn\ffﬁiﬁhfé EEgxEt
ML i & F1[R] cpDNA fJ RFLP % .

1 HERFE

SR KIS R F7A, 4% ES 79, BS 117, SS 404, BS 125, ES 44, BS 20, 2 LS 102; &
1SR Rh44, &% YS 252-1, YS 138-3, YS 45-1, YS 309. #1443 fy ik E ORSTOM B3
{>G. Second L iRfit. MTFABEHNBEMMHE, KAEBRKOUMEEQU~29A), 45
MERB R BRI 10 s £EHFR BB, R THES, MARE, FEEZHREK
R, REBHFTR, E—20C FEHFETFFREFFEH. ik DNA BRE. #ik, RH
¥ R YRR AR K Ik A AT B 7 5 8 I Dally HUIfI Zhang %00, RFLUAH —KER, &
Bt F R AE B R 3% G coDNA ZASHER M H1E EcoR1 Al Aval E RFLP 4347
2 &4 R
2.1 EcoRI #9837 48 X 1145 Fra cpDNA ¥ EoR1 B§ Y1 /E Ik BRI A R M 1a. B
Ky B B2y 13 kb, /MY EE7E0. 6 kb LATF. fFH[A]AY RFLP £ R FEE3. 7~3.8 kb

« BFARBERSHEHTE
WeHs H HA.1995-04-05 KM E, B, 335, BI¥#



%34 MR MRS 5 BB RS (B 1T 4R K DN A ] RFLP 2 57 125

0.9 kb FHALAY H BY (k38 4b), JLLI3. 7~3.8 kb fbERHBHE. #RHE3. 7~3.8 kb Ab
B RMMHEXRR, A[LAE11FH K80 RFLP R 5> A3 KA .1, 2, 3,6, 7, 95 X5
—; 4(4), 5, 85 HFE K, 10, 115 AHFE=K. 0.9k &b, LAMFE-RKEHF %K
BB, F=XKMMNEHNHEI2 TR, F—RFRTHEANGHG, 7845, HA
HRERREH, MEZ. F=ZRLTHRRMB LR

2.2 Avel 498X BUIARILEL b, FEMEA, 35)KBEAF, Kb eig
MUBMBHERRBRER. £ 4d Y= EMFBEN EoRI M, B KM HB411
kb, ﬂ/]\}#&l)'lljiilszfo. 6 kb, fhFhE]A RFLP 2R FE 7E2. 2 kb, 1. 8 kb #10. 9 kb 348y
REB(H LML), 2.2 kb &b, BRT8F 40, HAbMKIEE —&#; L 8 kb &b, BR4, 8
BH KW, KA ARG A, TO7E0. 9 kb &b, 4, 5, 8B HPRIAYHF L fbbAKE A0
MG, ik, Al EIER MBI GRS A4 4, 5, 888K —KGE3H), K
HUBRF, HAHRHA K ExEP, BEMT, XEER.

LR G EcoR1 5 Aval FIBEYIZE R, W] LUE W TR U A9 ML 78 5 Fh coDNA I BUBER T
BERGFN. SR 4MERRFR EoRI 5 Al BYIEAMBRAEER, W7
& MAT 2 5 BOR 3R AT 4Fh A,

3 it #

RFLP fEER i) DNA ZEUHE B RV SHMBERAE. FBRARME, FE
B AME, BILHIBWE RS DNA FXEE R L LHR. HIFR ooDNA M E
SHBRILA L2 DNA ™, EEHY L H RFLP 1. @33 RFLP 447, LI
MHELERMHEANER, EEZRRLEIMEREAMERUEE, BXER). EEHEHTEN

(a) (b
kb) 12344567 8091011 by 1234567891011
2.1 - UL o im
6.67—
94 = " quL 5.4
6.6 am 11
|| i —
44 - L] - ~
I SEEREEE
=
i HEEEREEE
=
0.6 =
~
06 = (m|ai
ARRARRRARA

Bl AR R R R K DNA B EoRIa)F1 Al () BFEIMER. FFL35b H R RE B R
Tig. 1 EcwRI(a) and Aval(b) restriction patterns of chloroplast DNA from 11 rice varieties
1. YS 252—1;2. YS138—3;3. YS4.5—~1;4;(4). ES 79;5. BS 117;
6. SS 404;7. BS 125;8. ES 44;9. YS 309;10. BS 20;11. 2LS 102



126 FILKFFER (HRBFRD H35%

B+ Z#H RS, MBERRA cpDNA HERERMN S ST, EREMHNEIE— X5
IWMBFRER", UESNRMEAHEATHEHORFEZRORHETL, NTHHHA
NEAFERAREEHEYE, G REERA5BERANTRE—-ENMHEXE. 5B
b, cpDNA FERIERE P H LKA LA RE. BUERS & A8 RFLP AR — MR
mETRAES. ERTITEAFPHEXAERD. NTTLLAIBESERY S EBRE
ARRRBE. ,

AR K EcoRL 2 — Fh 5 B5F 3 S B Y #3578 cpDNA B8R HI¥E A
M0, Aval MR —FHAEXT BIEFS cpDNA BB = AR E F BB XWHRYIBRESH
A, R FIBHRIETE S # cpDNA 89 £ B RFLP Bz 87 i 3.

£ ¥ X W
1 FXM, WA, KETHOREFRE 7M. RIS, 1985 15

2 Wang Z Y, Tanksley S D. Restriction fragment length polymorphism in Oryza sativa L. Genome, 1989,
32:1113~1118

3 FBRRA. LB, T X, % KFEDNARBEFBREZESHNMSHR. FEARERE, 1990,
4(4).145~149

4 Dally A, Second G. Chloroplast DNA isolation from higher plants;an improved non-aqueous method.
Plant Mol Biol Rep, 1989,7(2),;135~143

5 Dally A, Second G. Chloroplast DNA diversity in wild and cultivated species of rice (Genus Oryza, Sec-
tion Oryza). Cladistic-mutation and genetic-distance analysis. Theor Appl Genet, 1990,80,;209~222

6 Zhang S H, Dally A, Second G: Non-aqueous method for purification of cytoplasmic DNA from individ-
ual rice plants for RFLP analysis. Rice Genet Newsl, 1988,5;154~156

7 Glaszmann J C. Isozythes and classification of Asian rice varieties. Theor Appl Genet, 1987,74.21~30

8 Pham J L, Zhang S H. Genetic diversity and interva rietal relationships in Oryza sativa in Africa. Second
International Rice Genetics Symposium, IRRI, 1990,15

Restriction Fragment Analysis of Chloroplast DNA
from Varieties of indica and japonica Rice

Zhang Shanghong *

Abstract The chloroplast DNA (¢cpDNA) from 11 rice varieties was analysed for their RFLP us-
ing FcoRI and Avel. More variations in cpDNA were found in indica rice than in japonicarice. Al-
so, the results show that the restriction fragment patterns of rice cpDNA are not strictly sub-
species-specific.
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