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Fig- 1 Soil microbial community structures from KBS samples (weedy and weed-free plots)
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Fig- 2  The cloning microbial community structures from surface and subsurface soil
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Tab. 1 The diversity indexes of soil microbial cloning com munity from different samples
/em 0TU !
KBS-1 ( ) 0~ 4 606 551 277
KBS-2 ( ) 0~ 15 705 684 293
KBS-3 ( ) 0- 4 210 191 227
KBS+ ( ) 0~ 15 324 311 249
AB-1 ( ) 5 687 665 282
AB-2 ( ) 157 54 33 L. 44
AB-3 ( ) 325 74 36 1. 43
AB4 ( ) 404 252 85 L 52
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Tab. 2 Cloning difference between weedy and weed free samples ( KBS)
(0~ 4 cm) (0~ 15 cm) (0~ 4cm) (0~ 15 cm)
(B) 5209 3 167 8376 5297 6 740 12 037
(W) 4744 3 581 8335 2 238 5 822 8 060
W /(B+ W) 0 48 0.53 0.50 0. 30 0. 46 0 40
(WP) 857 858 1715 551 686 1237
16 S (16 °8) 606 705 1311 210 324 534
16 S/W P 071 0. 82 0.76 0. 38 0. 47 0 43
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Effects of Overlying Vegetation on Soil Microbial
Community Structures and Their Activity

Xia Beichengx Zhou Jizhong  Tiedje M James

Abstract The overlying vegetation on soil can change surface soil environment, and af-

fect some ecological factors for soil microbial living. The soil environment with plant activ—

ity is more suitable for soil microbial population. I s better for microorganisms to repro-

duce and grow in the surface soil environment with overlying plants. Diversity is higherin

surface soil with overlying plants than that in the soil environment without overlying

plants or in the original subsurface soil not affected by vegetation. There is no dominant

OTU populationin the soil microbial community in the surface soil environment, and there

are obvious dominant OT U populationsin the subsurface soil environment. Vegetation can

affect the activity of DN A from soil microbial community.
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