( )
38 1 ACTA  SCIENTIARUM NATURALIUM Vol 38 No. 1
1999 1 UNIVERSITATIS  SUNYATSENI Jan 1999

: 0529-6579 (1999) 01-0001-06

T4 SR R — R ik

JER 5, TR AL
CPlik 3 4 TR P, 7 4 510275)

9 rRNA

’ rRNA ’
: Q19 Q751 : A
K K
9 9 ’
2
K
b
K
(-
, ?
; ( )7
2 9
RNA (rRNA)
(DNA  RNA) ,
2
* : (39525007); (39770058 )

1998-10-15 : , s 45,



(2

’ s DNA

( ).
DNA . DNA ’
280 (Genbank, 1998 4 ).
DNA ( RNA) , s
2 E— rRNA
DNA s .
) ( )
’ 17 5 ( Rb’
cl) .
, . , rRNA ( 165 rRNA 23S
I‘RNA )7 ’ ’
16S ISR 23S
Bactena — —
16S ISR 23S
Archaea — —
17S-18S 58S 24S-28S
Eucarya — —
Is1 ms2 |
| |
1 2 3 4 5 6 7 8 9 10 11 12
Conserved region Divergent region
1 rRNA

Fig.. 1. Diagram, of TRNA gene structure
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Fig 2 Characteristic sequences in the conserved region of rRNA
gene used for the molecular criteria of higher hierarchy delimitation
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Abstract: Based on the analyses of rapid increasing molecular data, the principles and methods of

molecular criteria for taxonomy were approached. And according to the structural characteristics and

evolutionary modes of TRNA gene, the molecular criteria for higher hierarchy and species delimitation

were suggested, which not only have a great value in the identification and classification of biological

resources, but also show a perspective in the fields of medicine, ecology and archaeology.
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