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Tah 1 The charactenstics and localities of the samples

1 GHol 15 XHZ13 ™~
2 GHO2 16 XGO1
3 GHO5 17 XG02
4 XHO1 18 GHO3
5 XHO2 19 GHO4
6 XHO03 20 Sz01
7 XH4? 21 S702
8 XmHzoor "V 2 PMOI
9  XHz01" 23 €Qol1
10 XHZO3 ™~ 24 Q02
11 XHZM4 ™" 25 CQ03
12 XHZ05 "~ 26 SMO1
13 XHZO8 *~ 27 MDO1
14 XHZ09 "
D 1997 7 1~21, 26 ;
2) * , H
3) *x ( ; )
1.3 PCR
Perkin Elmer GeneAmp PCR System 9600 . 10 ML,
: 2~ 3 ng DNA > 1.5 mmol/LMgCly 0.25 mmol/ L dNTPs, 10X buffer, 2. 7 #mol/L
(Sangon ), 0.25 U Taq DNA ( ). 94 C2 min
.94 Co5min, 35 Clmin, 72 C1 5 min, 40 . 72 C 7 min.
1.4 PCR
0=1.4% (TBE ), EB . 100 Ladder DNA ADNA/
EcoR1 + Hind 1l (MBI ) s Gel Doc (BIO RAD )
1.5
11 27 ,
RAPD 1, 0, 0. 1
RAPDistance Package (3,
2
2.1 RAPD
5 s 50 s ,
20 s 20 C 2 11
2.2 PCR
11 DNA 121 5~15 , 200 ~ 2 000

64 , 3% ( 2). 1 5122
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Tah 2 The RAPD primers and their amplification results

e s

% %
S7  GGTGACGCAG 12 5 7 58 3 [|S213 AGGACIGCCA 11 7 4 36 4
S122  GAGGATCCCT 10 5 5 500 ||S216 GGTGAACGCT 10 1 9 90 0
S123  CCTGATCACC 5 1 4 80. 0 ||S220 GACCAATGCC 11 8 3 273
S125 CCGAATTCCC 15 9 6 40.0 |[S372 TGGCCCICAC 11 7 4 36 4
S130  GGAAGCITGG 13 8 5 385 [|S382 TGGGCGTCAA 11 3 8 727
S187  TCCGATGCIG 12 3 9 750 121 57 64 529
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1 S122 DNA
Fig 1 The genomic DNA pattem of Metasequaia amplified with primer S122
M DNA (ADNA/ EcoR1 + Hind 11D, 1~27
3
, Neighbour-Joining ¢ 2)
, . XHZ001 ~ XHZ13
( ) (XHO1 ~XH03)
, RAPD ,
RAPD ( )
RAPD (PPB) .
, PPB 52.9% PPB
3. , PPB
; PPB ’ (10%6)
(5% ¢ 2 ) . PPB .
(Cathaya argyrophylia) . (Keteleeria formosana . (Picea

glauca) ( Picea mariana )'" = RAPD PPB 32%~8%.  ( 3)
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Fig 2 NJ dendwgram for 27 Metasequia samples based on RAPD data
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Tah 3 A comparison of the PPB value of M glyptosroboides with those of other species in the Coniferales
(P/ %)

27 11 121 64(53)
23 11 121 62(51)
10 11 121 50C41D)
7 11 121 42(35)
2 11 121 12C10)
2 11 121 6(5)

1

1

1

3 11 121 7(6)
71 21 106 34(32)
71 17 273 233(85)
3 11 106 58(55)
3 11 95 42(44)
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RAPD Analysis of Genetic Diversity in the Natural Population
of Metasequoia glyptostroboides, Central China

¥

LI Chunxiang + YANG Qun. ZHOU Jianping. FAN Shenhou» YANG Hong

Abstract: Random amplified polymorphic DNA (RAPD) technique was used in analyzing population
genetics of native Metasequoia glyptostroboides Hu et Cheng (Taxodiaceae ), an endangered plant
species, whose natural population today is distributed at the border area of Sichuan, Hunan and Hubei
povinces in Chima. Leaf samples were collected from 27 nature tiees in their native population and 11
arbitrary primers were used to amplify 121 bands which contain 53 % polymorphic RAPD loci. The ge-
netic distances among those 27 individuals are primarily related to their geographic distribution. y com-
paring the percentages of polymorphic bands (PPB) of M. glyptostroboides with those of 4 species in
the Coniferales(32 %) ~85% ), it is shown that the genetic diversity of Metasequoia is higher than an-
other endangered species of Cathaya argyrophylla (PPB=32%;), and is moderately high anong those
plant species. This result suggests that while an endangered species is represented by limited individu-
als in confined areas, the population may maintain a moderate genetic diversity. Further studies using
other genetic markers will be conducted to test this hypothesis.

Keywords: Metasaguoia, random amplified polymorphic DNA, natural population, genetic diversity
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