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Phylogeny of Hamamelidoideae Based on the I'TS Seqeunces

%

ZHANG Qun *, SHI Suhua, HUANG Yelin, TAN Fengxiao, ZHANG Hongda (CHANG Hungta)

Abstract: The phylogeny of some genera of Hamamelidoideae was constructed based on sequences of
the internal transcribed spacers (ITS) and the 5.8S coding region of nuclear ribosomal DNA. The
monophyly of the subfamily Hamamelidoideae was strongly supported; the Eustigna and Fortunearia of
the Tribe Eustigmateae (semsu Endress ) was monophyletic; however the polyphylies of the Tribe
Hamamelideae, the Tribe Fothergilleae (sensu stricto) and the Tribe Distylieae were suggested. In the
tribe Hamamelideae, Loropetalum was cladistically basal in the study, Hamamelis was placed between
Fothergilla and Panvotigpsis of the Tribe Fothewgilleae. The Tribe Fothewilleae (Fothergilla, parro-
tiopsis, Parotia ) and the Tribe Distylieae (Shaniodendron , Distylium and Sycopsis) fomed a well

supported clade, generally recognizing the Fothergilleae (sensu lato) .
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