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97 AAG TAT TAC AAA AAT CTA GGT CAC GTG ATT AAA AAT GCT AAA CGC AAA 144
23 K Y Y K N L G H v I K N A K R K 38
145 CAC GAT GCE CTC GAA CGC GAG GCC GAC GAG CGT GAG CTC GAT CAC CTC 192
39 H D A L E R E A D E R E L D H L 54
193 GAC AAG TAT CTG GTC GCA GAG GAT CCG TTC ATG GGT CCT GGT AAA AAT 240
55 D K Y L v A E D P F M G p G K N 70
241 CAA AAG TTG ACT CTG TTC AAA GAG ATT CGT AAC GTG AAG CCC GAC ACG 288
71 Q K L T L F K E I R N v K P D T 86
280 ATG AAG CTG ATC GTC AAT TGG AAC GGT AAA GAG TTT CTG CGC GAG ACT 336
87 M K L I v N W N G K E F L R E T 102
337 TGG ACT CGC TTT ATG GAA GAC AGC TTC CCC ATC GTA AAC GAT CAA GAA 384
103 W T R F M E D S F p I v N D Q E 118
385 GTG ATG GAC GTG TTT TTA GTG GTA AAC ATG CGT CCC ACT AGA CCG AAC 432
119 VvV M D A% F L AY v N M R P T R P N 134
433 CGT TGC TTT AGA TTT TTA GCG CAG CAC GCG CTC CGA TGC GAT CCC GAG 480
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529 ACC AAT AAC GAA TAC CGC ATC AGT CTG GCT AAG AAG GGC GGC GGT TGT 576
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721 GTG TTC AAG ATC AAA GAG TTT GCT CCC GAC GCG CCT CTA TAC ACC GGT 768
231V F K I K E F A P D A P L Y T G 246
769 CCC GCG TAT TAA ATT TGC GAA GAG GAC AAC CGA GAC AGT TCG TCG AC 815
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Nucleotide Sequence of the Polyhedrin Gene of Spodoptera
litura Nuclear Polyhedrosis Virus

Wei Yongjiex Long Qixin  Chen Shangwu Wang Xunzhang

Abstract  The polyhedrin gene of Spodoptera litura nuclear polyhedrosis virus was identi—
fied. With a coding sequence of 780 nucleotides, corresponding to a protein of 249 amino
acid, the polyhedrin gene of SINPV is the longest polyhedrin gene known. This gene codes
for a putative protein with a relative molecular mass (M:) of 29 236 and the predicted
amino acid sequence shows high homology with the amino acid sequences of other N PVs.
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