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Progress in Molecular Systematics of Cyanobacteria

*

ZHUANG Li » CHEN Yuegin

Abstract: Reviewed in the present paper are three most important factors stimulating the developing of
molecular systematics; the evolution rules of increasing number of genes widely used in molecular sys-
tematics of Cyanobacteria, respective enumeration of some exciting results in molecular phylogeny con-
structed from sequence analysis of PC-IGS, 16S rRNA and ISR; the methods applied in the research
of molecular systematics of Cyanobacteria; the progress in the developing of molecular systimatics of
toxic micwcystis.
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