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Comparative Analysis of Yeast snoORNA Gene Cluster Promoter

ZHOU Hui » QU Lianghu

Abstract. Saccharomyces cerevisiae snoRNA gene organization has shown some distinguished features
from its homologue in veriebrates. By computer analysis, we have characterized the promoter elements
of the Z2-7Z.8 smoRNA gene cluster. Only one upstream promoter was found to be responsible for the
transcription of all snoRNA genes in the cluster, resulting in a polycistronic RNA precursor followed by
pwocessing to produce each individual snoRNA. The same is true for another stoRNA gene cluster con-
taining snR190 and U14. More interestingly, two RAP1 sequences, located upstream from the TATA
box of the promoter were identified for both of the two snoRNA clusters, indicating a close coordination
of transcriptional regulation between the snoRNA gene cluster and ribosomal protein gene in the wurse
of ribosome biogenesis. This is the first report for the RAP1 element in snoRNA gene. The evolutionary
significance of snoRNA gene cluster was also discussed.
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