( )
38 1 ACTA  SCIENTIARUM NATURALIUM Vol 38 No. 1
1999 1 UNIVERSITATIS  SUNYATSENI Jan 1999

: 0529-6579 (1999) 01-0093-97

RN S F IR ) marK SR F B 0T

A& ok, BT, FEed FMAK, Kk EX
Pk A @RS R, ) 0 510275)

14 matK 1 039
: @ . 3
b @ ’
) H @ )
: . , matK .
Q949 747 1, Q 751 DA
[1]
ms? el . rbel . rbel
4 mark 1 500 .
tRNA (tmK) . . marK
102 , 11
matK el
(Magnoliaceae) )
(Michelia Linn. )
[6~§
, matK
1
1.1
, 1.
* : (39570052, 39970057); (970190)

*%

:,1998-10-15 : s .22



94 ( ) 38
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Tah 1  Accessions of Magnoliaceae and the complex outgroup sampled

Lllicium henryi 1 P274 ( ) )
Alcimandra cathcartii J P271 ( ) s
Liriodendron tulipifera JP272 ( ) s
Magnolia henryi T. Co4 ( ) )
Magnolia abosericea T. CO1 ( ) )
Magnolia denwdata J P. 306 ( ) s
Michelia alba T C82 ( ) s
Michelia figo T. C83 ( ) )
Michelia foveolata S Shil47 ( ) ,
Paramichelia bail lonii J P 269 ( ) s
Tsoongiodendron ardorum J P25 ( ) ,
Manglietia moto S Shil44 ( ) ,
Manglietia hainanensis S Shi74 ( ) )
Altingia gracilipes Haol 55 ( ) s
1.2
1.2.1 447 DNA #9335 41k crap M DNA,
.22 marK 3RH A #4738 2 MGI15. trank-3914  #ank-2R matK
MG1  ( 2). PCR 94 C 4 min, 94 Clmin, 0 Clmin, 72 C
3 min 25 72°C 10 min. Millipore
1.2.3 W&l 5 , PCR .
, T; DNA Sequenase Version 2. 0 Kit (Amersham), a-°S-dATP
. 3 . MS3R, MS2F, matK-1470R ( 2).
6% , 50 C 3 h,
% 2 PCR 473 3140 B0 75| 40
Tah 2 Primers used for PCR and sequencing
Trank-3914F 5" TGGGTTGCTAACTCAATGG 3 PCR Learn Jerty
Trank-2R 5" AACTAGTCGGATGGAGTAG 3’ PCR Kelly Steele
MG15 5" ATCTGGGTTGCTAACTCAATG 3' PCR Liang and Hilu
MG1 5" CTACTGCAGAACTAGTCGGATGGAGTAGAT 3' PCR Liang and Hilu
MS3R 5' TA (T/C) TGAATGAATAGATCGTA 3
matK- 1470R 5" AAGATGTTGAT (T/ C) GTAAATGA 3' Johnson/ Soltis
MS2F 5" CTATATAATTCTCATGTAT 3
1.2.4 #%4E42 PAUP 3. 1.1 (10

Kimurd '
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Phylogenetic Relationships between Michelia (Magnoliaceae) and
Its Related Genera Based on the matK Gene Sequence

JIN Hong + SHI Suhua. PAN Hengdiang, HUANG Yelin, ZHANG Hongda

Abstract: The sequences of a segment of the matK gene from 14 species of the Subtribe Micheliinae
and the related goups of Magnoliaceae were analyzed in this study. The phylogenetic trees based on
the maximum homological analysis suggested: (D Consistent with the former systems, the three species
within the genera Michelia were extremely homologious. @ Paramichelia and Tsoongiodendron were
also highly conservative to Midhelia which suggested they would be treated as the same subtribe, or
even as the same genera. (3 Contrast to fomer classifications, Aldmandra was much closer to Miche-
lia than to Magnolia, and it could be classified in the subtribe Micheliinae.

Keywords: phylogenetic relationship, Manoliaceae, Michelia, matK gene, Micheliinae
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