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Tah 1  The number and sources of materials
D
1 C. sinensis Caffein 10 98042102
2 C. assamica Caffein 10 98042801
3 C pitlophylla 1 Theobromine 10 98041901
4 C pitlophylla 2 Theobromine+ Caffein 3 98041701
5 C. pitlophylla 3 Caffein 1 98041501
B
1.2
1.221 DNA #H 2XCTAB '% 12~15¢g DNA. DNA
. 100 “L DNA 1XTE 3 6 mol/L Nal, 7L TE .
s 5 min; 8 000 r/ min 2 min, ; ( 0.2mol/LNaCl, 10
mmol/ L Tris-HC1, pH 8 0, 1 mmol/L EDTA, ¢  50% ) 200 “L, » 8 000 v/ min
2 min, . 3 . 100 ML IXTE; 50 C 15 ~ 20 min
; 10 000 1/min 10 min, , , —20 C
1.2.2 PCR¥ ¥R >4t K 20 ML . 1XTaq  buffer (
), b 4 ng DNA, 2 0 mmol/I. MgCh, 200 Mmol/L dNTP (
); Taq 1 ( ;s 0.75 ng/ML, (Sangon ).
DNA, . PIC-100 PCR  (MJ Research
Inc ) : 94 C4min, 1 ; 94C1min, 35 C2mn, 72 C2
min, 45 ; 72 C7min 1 . . PCR 1 . PCR
.17 0L ¢ 1.4% , 1 X TAE .
(4V/em), 3. 5h, 2000 bp ladder DNA ( )
0.5 tg/mL FB ( ) 40 min,
RAPD ( ) 1, 0.
200 ~2 200 bp DNA .
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16 ( 2)
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16 5 DNA , 401 DNA
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&2 RAPD 3 314 AL 77
Tah 2 The primes used for RAPD
5'—=3) (5—3" (5—3)

S17 AGGGAACGAG 43 GTAGCCGTCA Se4 CCGCATCTAC
S21 CAGGCCCTITC A8 GTGTGCCCCA S71 AAAGCTGCGG
S28 GTGACGTAGG S57 TITCCCACGG S85 CTGAGACGGA
S31 CAATCGCCGT S59 CTGGGGACTT S91 TGCCCGTCGT
S35 TTCCGAACCC S60 ACCCGGTCAC S216 GGTGAACGCT
41 ACCGCGAAGG

S35 S91

1.
DNA

b
Ny y .
Fig 1  RAPD bands generated by primer S35 (a) and S91 (b)
RAFD > Nx 1. M: 2000 bp ladder DNA Maiker
x  RAPD N, y
RAPD . 3.

&3 5 AKFN Jaccard FAFAER H (£TF ) Aoilifesbd (B L)
Tah 3 Jaccard coefficienct of similarity (below the diagonal) and
genetic distance coefficient (above the diagonal) between any two taxa

1 2 3 4 5
1 C. sinesis — 0 4130 05232 0. 636 4 0 258 1
2 C. assamica 04154 — 0.497 0 06351 039 0
3 C. ptilphylla 1 03130 0 3360 — 03391 0491 1
4 C. ptilophylla 2 02222 0 2231 0.493 5 — 0. 546 7
5 C. ptilophylla 3 05897 0 4326 03413 02931 —
UPGMA , ( 2).
3
2 3 y (C. sinensis) Jaccard
0.589 7, 0.258 1. Buren ¥ RAPD Ranunculus
acriformis var. aestivalis Jacard 0. 473,



Jarcard 0. 520. : C. sinensis
C. pulophylla
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) 1.0
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’ Fig 2 Dendrongram generated using UPGMA algonthm
to cluster the genetic distances
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Phylogentic Relationship of Camellia ptilophylla Chang with
Its Allied Species and Disintegration of Its Population

*

YUAN Chang-dwn s SHI Su-hua, YE Chuang-xing

Abstract: Camellia ptilophylla Chang was divided into three demes: C. ptilophylla 1 (containing
theobomine), C. ptilophylla 2 (containing theobromine— caffein) and C. prilophylla 3 (containing
caffein) . The three demes and C. sinensis (I. ) O.Ktze., C. assamica (Mast. ) Chang were anal-
ysed, using random amplified polymorphic DNA (RAPD) genetic markers. Sixteen oligonucleotide
primers of arbitraty sequence (10 bp) were selected for DNA amplification, generating 401 RAPD
bands werwr used for the analysis of genetic similarity. The dendro-gram was constructed by using UPG-
MA method fiom the Phylip3. 752¢ prograns based on the RAPD data. The result shows that: @O
C. ptilophylla Chang only can be divided into two demes of ntaining theobromine and containing
theobomine+ caffein. The deme of containing caffein should return to the C. sinensis (L. ) O. Kize.
@ The deme of containing theobromine and the deme of containing theobromine- caffein are closely
related, the both have the same origin, and the latter may result from the hybridization between
C. ptilophylla and its allied species. @ There is a far genetic distance between C. ptilophylla and
C. sinensis or C. assamica. Therefore, the opinion that C. ptilophylla must be a independent species
can be supported by the result of RAPD analysis.

Keywords: Camellia ptilophylla Chang; disintegration of population; RAPD; phylogentic relation-
ship
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