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TATCTGGTTG ATCCTGCCAG TAGCATATGC TTGTCTCAAA GATTAAGCCA TGCACGTGTA 60
AGTACACACG GCCGGTACAG TGAAACTGCG AATGGCTCAT TAAATCACTT ATGGTTCCTT 120
TGATCGCTCC ATCTGTTACT TGGATAACTG TGGTAATTCT AGAGCTAATA CATGCCGACG 180
AGCGCTGACC TCCCGGGATG CGTGCATTTA TCAGACCAAA ACCAATCCGG GTCCGCcCcCcGG 240
CCGCTTTGGT GACTCTAGGA ATACGGGGCC GATCGCACCT CCCCGTGACG GGGACAATAC 300
ATTCGGATGT CTGCCCATAT CCACTTTCGA TGTCACTCTC TGTGCCTACC ATGGTGACCA 360
CGGGTAACGG GGATTCAGGG TTCGATTCC GAGAGGAGCC TGAGAAACGG CTACCACATC 20
CAAGGAAGGC AGCGGGCGCG CAAATAACCC ATTCCCGACT CGGGGAGGTA GTGACGAAAA 480
ATAACAATAC AGGATTCTTT TCGAGGCCCT GTAATTGGAA TGAGAACACT TTAAATCCTT 40
TAACGAGGAC CCATTGGAGG GCAAGTCTGG TGCCAGCAGC CGCCCTGTAA TTGGAATGAG 600
AACACTTTAA ATCCTTTAAC GAGGACCCAT TGGAGGGCAA GTCTGGTGCC AGCAGCCGCG 60
GTAATTCCAG CTCCAATAGC GTATATTAAA GTTGCTGCAG TTAAAAAGTT CGTAGTTGGA 720
TCTTGGGATC GAGCTGGCGG TCCGCCGCGA GGCGAGATAC CGCCTGTCCC AGCcCCTGCC 780
TCTCGGCGCC CCCTTGATGC TCTTGACTGA GTGTCCTGGG GGTCCGAAGC GTTTACTTTG 40
AAAAAATTAG AGTGTTCAAA GCAGGCCGGT CGCGTGAATA CTTCAGCTAG GAATAATGGA 20
ATAGGACTCC GGTTCTATTT TGTTGGTTTT CGGAACTGGG GCCATGATTA AGAGGGACGG 980
CCGGGGGCAT TCGTATTGTG CCGCTAGAGG TGAAATTATT GGACCGGCGC AAGACGAACC 1 40
AAAGCGAAAG CATTTGCCAA GAATGTTTTC ATTAATCA AG AACGAAAGTC GGAGGTTCGA 1 100
AGACGATCAG ATACCGTCGT AGTTCCGACC ATAAAACGAT GCGGACTAGC GATCCGGCGG 1 160
CGTTATTCCC ATGACCCGCG GAGCAGTTCC GGGAAACCAA AGTTTTTGGT TCCGGGGGGA 1220
GTATGGTTGC AAAGCTGAAA CTTAAAGGAA TTGACGGAAG GGCACCACCA GGAGTGGAGC 1 280
CTGCGGCTTA ATTTGATTCA ACACGGGAAA CTTCACCCGG CCCGGACACG GAAAGGATTG 1340
ACAGATTGAT AGCTCTTTCT CGATTCTGTG GGTGGTGGTG CATGGCCGTT CTTAGTTGGT 1 400
GGAGCGATTT GTCTGGTTAA TICCGATAAC GAAGGAGACT CCTCCATGCT AACTAGTTAC 1 460
GCGACCCCCA GTGGTCGGCG TCCAATTTCT TAGAGGGACA AGTGGCGTTC AGCCACACGA 1520
GATCGAGCAA TAACAGGTCT GTGATGCCCT TAGATGTCCG GGGCTGCACG CGCGTA CACT 1580
GAACGGATCA GCGTGTGTAT ACCCTTCGCC GACAGGTGCG GGTAACCCGC TGAACCCCGT 1 640
TCGTGATAGC GATTGGGGAT AGCTTTTATT TCCGGTGGAC GAGGAATTCC CATTATTTCC 1 700
CATGAACGAG GAATTCCCAG TAAGTGCGGG TCATAAGCTC GCGTTGATTA AGTCCGTGCC 1 760
CTTTGTACAC ACCGCCCGTC GTTATTACCG ATTGGATGGT TTAGTGAGGT CGTAGGATCG 1 80
GCCCCCCCGG GGTCGGAAAC GGCCCTCGCG GAGCCCCGAG GAGACGATCA AACTTGACTA 1 830
TCGTAGAGGAA AAAAAAGTCG TAACGAGTTT CC 1912
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Molecular Characteristics and Evolutionary Biology
of Relic Ranodon sibiricus (Amphibia) (I )

QU Lianghu » WANG Xiuling, CHEN Yuegin. WANG Ning» ZHOU Hui

Abstract: The nuclear ribsomal DNA (185 rDNA and ITS) were amplified and sequenced from a rel-
ic amphibia Ranodon sibiricus. By comparison of sequence fom Genbank database through Intemet. It

was surprisingly found that the 18S DNA of Ranodon sibiricus had quite high sequence similarity with

that of “living fossil” fish, the coelacant (Latimeria chalumnae ), which suggests the ancient origin of
Ranodon sibiricus. In addition, the characteristic size of tDNA TTS (about 1 900 bp) in Ranodon
sibiricus, which was 500 bp longer than that of most amphibias, indicates the specifity of this species.

The molecular characteristics and evolutionary biology of relic Ranodon sibiricus need to be further

studied.

Keywords: Ranodon sibiricus, molecular characteristics, rDNA

* Bigtechnology Research Center; Zhongshan University, Guangzhou 510275, China



