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Sequencing and Characteristics Analysis of rDNA ISR from
Salmonella typhimurium, S. newport and S tennessee

X

ZHOU Hui + DU Yanpin. QU Lianghu

Abstract: The rDNA ISR of eight Salmonella species were analyzed by using PCR amplification, and
difference in sequence length of the L-ISR between Salmonella and E. wli was evealed rDNA L-BR
sequences were completely determined from S. #yphimurium, S. newport and S. tennessee. It showed

that, by sequence comparison, various serotypes of Salmonella displayed two kinds of characteristic

sequences in a divergent region which was totally absent in E. @li, resulting in the length difference of

L-ISR between Salmonella and E. wli. These characteristic sequences will represent the molecular

markers of Salmonella and play an important role in Salmonella detection and identification.
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