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Expression of a-amylase and Glucoamylase Genes in S'. cerevisiae
and Construction of Starch Degrading Yeast Strain

WU Xiao-ping , LI Wen-ging, LUO Jin-xian

Abstract; 5' Noncoding region deleted gluwamylase GAI DNA of A. niger were cloned into an
E. coli-yeast shuttle vector resulting in recombinant plasmid pMAG11 which was then transformed into
Saccharomyes cerevisiae GRF18. The o-amylase and glucoamylase genes under the control of PGK pwo-
moter and terminator were efficiently expressed in engineered strain GRF18(pMAG11) and 9% of the
expressed product secreted into the medium. The engineered strain hydrolysed 9% of the starch in
YPS medium containing 15% soluble starch within 44 hours. The starch hydrolysate was used for fer-
mentation and ethanol production.

Keywords: a-amylase; glucoamylase; gene expression; Saacharomyces cerevisiae; starch degradation

* School of Life Sciences, Zhongshan University,, Guangzhou 510275, China



