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Tah 1 Accessions of Rhizophoraceae and the complex outgroup sampled for the ITS studies
Genbank
(Rhizophara sylosa) ™ " Qiu974306 , AF105082
(Bruguiem gymnorrhiza) * Shi044/ Qiu9 74305 s AF105084
(Kandelia candel) ™ Shi046/ Qiu9 74303 , AF105081
( Carallia brachiata) Shi045/ Shi9704115 s AF105080
(Carallia pectinifolia) ) Shi057/ Shi9704112 , AF105079
( Ceriops tagal) ~ Zhang9711902 , AF105083
(Mptilaria lacsensis) Shi9703054 , ( )
( Rhodomyrtus tanentosa) * Shi9704113 s AF105085
D * ; van Vliet G J C M(1976 )

1.2

1.2.1 #4.% DNA #9323 cTAB 17 DNA.

1.22 PCRAE ITS4 (5" TCCTCOGCTTATTGATATGC 31, IS5 (5'

GGAAGTAAAAGTCGTAACAAGG 3') 94 °C 4 min; 94 °C 1 min, 50 C 2 min, 72 °C 2 min, 30
; 72°C 10 min ) .PCR Qiagen PCR

1.23 A3z . aUS-dATP :

ITS4.11S5  C5.8S(5' TGCGTICAAAGACTCGAT 3'), N5. 85 (5" ATCGAGICTTTGAACGCA 3")
(e, DNA (T7 DNA sequenase version 2. 0 kit).

( ) DNA ( ).
1.2.4 #IBHE Clugal X ¥ ; PAUP3. 1. 1 [

£ 2 RAHE TS B 5|36 546 14

Tabh 2 Kimura two-parameter sequence divergence values of taxa in Rhizophoraceae and their complex outgroup

1 2 3 4 5 6 7 8 9 10 11 12

K. candel 46 — 0141 0407 0402 0.372 0 375 0 384 0 025 0 141 O 157 0 313 O 361
C. pectinifolia 57 78 — (375 0403 03550 358 0.373 0149 0 165 0 035 0 336 0 382
Rh tomentasa 141 226 218 — 0378 0433 0 431 0 412 0 411 0.395 O 392 (0 496 O 560
M. laosenss 123 223 234 263 — (04490 459 0455 0434 0434 0 439 0491 0O 553
C. brachiata 45 206 206 283 293  — 0 009 0380 0383 0398 0 378 O 481 0O 558
C. brachiata 149 208 208 293 312 6 — (0376 0381 039 0 377 0.490 O 562
Cer: tagal 244 213 217 286 316 248 256 — 0,393 0390 O 382 0485 0 551
K. candel 172 14 86 284 300 249 258 271 — 0133 0 171 0 384 0 447
R. stylosa 173 78 9% 275 302 260 269 271 92 — 0 160 0 387 0 457
C. pectinifolia 146 87 20 272 304 246 255 264 118 111 — 0401 0443
B. gymnowhiza 44 171 192 333 330 309 328 326 257 260 269 — Q017
B. gymnowhiza 174 152 164 297 293 280 297 292 237 242 235 9 —
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The Molecular Phylogeny in Rhizophoraceae in China

HUANG Yelin . OIU Xiahong. SHI Suhua» LAN Chongyus WEN Jun

Abstract: The nucleotide sequences of ITS rDNA regions from 10 taxa of five genera of Rhi-

zophoraceae family and Rhodomyrtus tomentosa (Myriraceae) as one of the complex ouigroup were de-

termined.  Mytilaria laosensis (Hamamelidaceae) was sampled as the other complex outgroup. All

species of Rhizophoraceae formed a monophyletic group which was supported by 100% bootstrap value.

There was a high diveigence between two species of the inland genus Carallia, which were separated

into the different clades in the most parsimonious tree. It was showed that the Carallia pedinifolia is
more closely related to Kandelia candel and Rhizophora stylosa than to Carallia brachiata. In the other
hand, there was a sister goup relationship between the Carallia bradiiata and Cerigps tagal.
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