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Relationship Between the Morphology and Molecular Evolution
of “Living Fossil” Ginkgo biloba. Evidences from
the Sequence Analyses of rDNA ITS

X

CHEN Yuegin , ZHUANG Li, QU Lianghu, ZHANG Hongda (Chang Hungta )

Abstract: A remarkable feature of Ginkgo biloba is that the species evolved so slowly that the mor-
phological and anatomical structures of its fossils 200 million years ago and the present-day representa-
tives were almost identical. The sequence of internal transcribed spacer (IT'S) regions of nuclear riboso-
mal DNA (mrDNA ) was detemined for Ginkgo biloba to understand the link between molecular and
morphological evolution. The entire ITS and 5. 83 regions of Ginkgo biloba (female strain) from a
plantation in Guangzhou, China, are 1 172 bases long with an ITS1 of 788 bp, an ITS2 of 226 bp
and a 5. 8 of 158 bp. The numerous copies of the ITS sequences within an individual showed a high
level of sequence homogenity. Sequence comparison using computer pogram showed that high sequence
divergence between the strains we studied and that from aly with the variation up to 25%, indicating
that the low evolution rate of morphology in Ginkgo biloba does not reflect the rates of molecular evolu-
tion. The relationship between the molecular characteristics and relic situation of this species needs to
be further explored.
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