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Trypanosome Ls-rRNA Analysis and Application
for Trypanosome rDNA Probes

X

QU Lianghu , LUN Zhaorong, ZHOU Hui, YU Xiaogian

Abstract: Rapid rRNA sequenacing method was applied to obtain the sequence of the 5'teminus of
the Ls-rTRNA from Thpanosoma cngolense. A total of 694 nucleotides of the Ls-rRNA were precisely
determined By Comparative analysis of these sequences, the molecular differences among three
African trypanosomes including 7. evansi, T. brucei and T. congolense have been investigated. The
results suggest that the divergent domains of Ls-TRNA could be used as a good index for the phyloge-
netic analysis of the trypanosome. According to the sequence homology and the nucleotide differences
anong the trypanosomes, other protozoa and their mammal host, group or species-specific rDNA probes
(or primer) can be desigred to detect one or more species of the tiypanosomid. An oligonucleotide
D1te was synthesized and used to identify 7. evansi. The test is a most sensitive and selective assay by
using PCR method. Tt was possible to detect as little as 0. 5 pg DNA of T. evansi, no cross-reaction
with T wngolense and cattle DNA. Therefore it may have potential in diagnosis of trypanosomisis and
other medical applications.

Keywords: LsTRNA, trypanosome, rDNA probes

* Bigtechnology Research Center; Zhongshan University, Guangzhou 510275 China



