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Tah 1 Acesssions of Hamamelidoideae and the outgroup sampled for the nrDNA ITS studies

Genbank
1 Tetrathyrium subcardatum E Xing/9271(SYS) Huang et ab 1999 AF127513
2 Loopetalum chinensis X Li/97004(SYS) Shi et al, 1998 AF127514
3 Caylasis globrasum J Wen/ 584(CS) Shi et al, 1998 AF127516
4 Fotunearia Snensis Y. Cher/ 42(SYS) Shi et al, 1998 AF127515
5  Sinowilsonia henry R Hao/ 974003(SYS) Huang et ab 1999 AF127512
6  Eustigma oblongifolium E Xing/ 6746(SYS) Zhang et al, 1999 AF127518
7 Noahdendron nicholasii 7 Zhang Urcl'ilv%ﬁ];(ﬁici;zg:ﬁ;n AF147753
8  Trichodadus crinitus Z Zhmg Uri?“g;i;:fgj:;en AF 147755
9  Sycopsis sinensis X Li/97001(SYS) Zhang et al, 1999 AF127517
10 Distylium racemosum Y. chend1(SYS) Zhang et al, 1999 AF074249
11 Parrotia persica Alexander J 2230A Strybing Arboretum, USA  AF128004
12 Shaniodendron subaequate R Hao/ 951004(SYS) Zhang et al, 1999 AF128801
13 Parrotiopsis jacquemontiana ~ Alexander J/ 765— 65D Zhang et al, 1999 AF128802
14 Fothergilla major J Wer/ 48(CS) Shi et al, 1998 AF074250
15 Hamamelis mollis I Wew/ 586(CS) Wen et al, 1999 AF074262— 3
16 Disanthus cercidifolius R Hao/ 974001(SYS) Shi et al. 1999 AF127507
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Loropetalum, Tetrathyrium, Embolanthera . Maingaya ),
( Dicoryphe, . Ostrearia, Neostrearia, Noahden-
dron); @ Corylopsideae ( Corylopsis ); Eustigmateae
( Eustigma, Fortunearia, Sinowilsonia ); @

Fothergilleae ( Fothergilla, Pamotiopsis, Pamotia, Sycopsis, Distyliopsis, Distylium, Moli-
nadendron, Matudaea)'? . ) e,
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Tabh. 2 Kimura 2— parameter distances among Hamamelioideae and the outgroup
1 2 3 4 5 6 7 8 9 10 1 12 13 14 15 16
1 0 0000
2 00531 Q0 0000
3009220 0939 Q 0000
4 012650 11890 1019 0. 0000
5 013840 13400 1114 0. 0403 0. 0000
6 012070 1169 Q 0927 0. 0303 0. 0371 0. 0000
7 Q13770 1286 O 1086 0. 0554 0. 0660 0. 0538 0. 0000
8 014370 1436 Q 1147 0. 0710 0. 0765 0. 0678 0. 0791 0. 0000
9 01340 13300 1181 0. 0712 0. 0803 0. 0678 0. 0964 0. 0H8 0 0000
10 0 13420 1328 Q 1159 0. 0661 0. 0787 0. 0662 0. 0962 0. 0897 0 0196 0 0000
11 012720 12930 1145 0. 0678 0. 0786 0. 0644 0. 0964 0. 0982 0 0135 O 01500. 0000
120 12540 12750 1198 0. 0678 0. 0821 0. 0678 0. 0980 0. 0999 0 0150 O 01650. 0105 0. 0000
13 0 1461 0 1428 O 1200 0. 0661 0. 0787 0. 0627 0. 0965 0. 0949 0 0398 0 0413 0. 0320 0. 0397 0. 0000
14 0 13470 1314 Q 1093 0. 0558 0. 0612 0. 0491 0. 0778 0. 0845 0 0320 O 304 0. 0273 0. 0320 0. 0320 0. 0000
15 0 12590 1260 0 1005 0. 0525 0. 0580 0. 0458 0. 0728 0. 0764 0 0290 O 0305 0. 0243 0. 0290 0. 0243 0. 0105 0. 0000
16 0 19800 2108 O 1963 0. 1843 0. 1907 0. 1824 0. 1960 0. 1889 0 1821 Q 17990. 1783 0. 1726 0. 1740 0. 1644 0. 1590 0. 0000
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Fig.1 Consensus tree of Hamamelidoideae
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Phylogeny of the Tribe Hamamelideae (Hamamelidaceae)
Based on the ITS Sequences

%

ZHANG Qun + SHI Suhua, HUANG Ye-lin. TAN Fengxiao. JIN Hong

Abstract: The phylogeny of 15 genera representing all tribes and subtribes of Hamamelidoideae was
constructed based on sequences of the internal transcribed spacers (ITS) and the 5. 8S coding region
of nuclear ribosomal DNA using parsimony method with Disanthus as an outgroup. The monophyly of
the subfamily Hamamelidoideae was stiongly supported, however the tribe Hanamelideae was poly-
phyletic: Loropetalum and Tetrathyrium of the tribe Loropetalineae, together with Corylopsis, forming
the basal clade of the Hamamelidoideae; Trichocladus and Noahdendron of the subtribe Dicotyphineae
formed a clade with the tribe Fustigmateae ( Eustigma, Sinowilsonia and Fortunearia ); and
Hamamelidineae (Hamamelis) was so closely related to the taxa of the tribe Fothergilleae used in this
study (100% bootstrap values) and their sequence divergences were so low, together with other lines

of evidences, that they might be treated in the same tribe.
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