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Cloning and Sequencing of Phosphoribosylpyrophosphate Synthetase-1
Processed Peseudogene in Chinese

XUE Ai-qun X, ZHANG Hong, WANG Xiao-qing, FANG Xiang-ping, ZHOU Qin
Abstract: A processed pseudogene dDNA of PRSI was first cloned from lymphoblast cells of normal
persons and primary gout patients among Chinese. The full length of the pseudogene cDNA was 985
bp, which possessed approx. 89. 7% homology with the published sequence. Fxcept many point muta-
tions, two frame-shift deletion of 5 bp and 8 bp were also found at the location 366 bp and 648 bp of
the pseudogene dNA, respectively. All led to 13 stop wdons, so that fragment can t translate. Ac-
cording to these characteristics, the fragment was thought as a processed pseudogene of PRS1.
Keywords: PRS1; pseudogene; DNA sequence and analysis

* Bigtechnology Research Center; Zhongshan University, Guangzhou 510275, China



