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Analysis of 18S rDNA Gene from a “Red-Tide” Related
Phaeocystis Species in South China Sea
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Abstract: 185 rDNA gene of a “red-tide” related Phaeocystis species from South China Sea was de-
termined. Sequence analysis, combined with its physiological features, indicates the “red-tide” re-
lated Phaeocystis species is P. globosa instead of P. pouchetii .
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