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snR72 ~78 snoRNA gene cluster from K. delphensis and S. cerevisiae
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snR72 ~78 snoRNA Gene Cluster in Yeast

DU Yan-ping X, ZHOU Hui, QU Liang-hu

Abstract: A counterpart of snR72 ~78 sroRNA gene cluster was found in K. delphensis by PCR anal-
ysis. The nucleotide sequence of the gene cluster was determined though PCR product cloning. It was
shown by comparison that the sequences of intergenic spacers of the gene cluster, in spite of high se-
quence similarity in snoRNA coding region, are quite divergent between S. cerevisiae and
K. delphensis. This suggests that the signal recognized by RNase IIlin the processing of polycistronic
snoRNA transcript lie in the higher structure, instead of the primary sequence, of the primary inter-
genic spacer. Further investigation of the gene cluster was carried out by PCR amplification of 4 other
yeast species, the result indicated that snR72 ~78 snoRNA gene cluster is a conserved gene organiza-
tion widespread in various yeast species.
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