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Molecular Identification and Classification of
Marine Bacteria from South China Sea

X

DAl Xin , (HEN Yue-gin, ZHOU Hui, ZHOU Shi-ning, QU Liang-hu

Abstract: Many bacteria were isolated from the marine of South China Sea. The 16S rDNA amplified
from one of these isolations, which produces antibiotics (strain ZS110), was cloned. As molecular cri-
teria, 680 nucleotides sequence of 16S rDNA were determined and analyzed. The results indicate that
75110 is Bacillus subtilis.
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