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Identification and Characterization of Z15 snoRNA
from Schizosaccharomyces pombe

ZHOU Hui *, YUE Qiang, DU Yan-ping. QU Liang-hu

Abstract: A novel small nucleolar RNA, termed Z15, was identified and characterized by the analy-
sis of computer and experiments. Z15 snoRNA, encoded by an independent-transcribed gene on chro-
mosome [ of S.pombe, is 92nt in length and belongs to the antisense snoRNA family in possessing
boxC/D motif and terminal stem-forming sequences. In particularly, the Z15 snoRNA has two anti-
sense sequences identical to that of Saccharomyces cerevisiae 715 and 72 snoRNA respectively, this
mosaic structure implies that S. pombe Z15 originated probably from two different snoRNAs by gene re-
combination. According to the structural analysis, S. pombe Z15 is presumed not only to function as a
methylation guide for 25S tRNA at position A849 and A908, but also as a RNA chaperon for rRNA
conformation.
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