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Study on the Structure and Function of
U59 snoRNA Gene Cluster from A. thaliana

MENG Qing + ZHOU Hui, XU Fei, QU Liang-hu

Abstract: U59 snoRNA gene cluster, consisted of two same snoRNA genes possessing wo antisense
elements each, was identified and characterized from A. thaliana. The antisense element located up-
stream of box D'is identical to that of US9 snoRNA identified from human, so, they were temed as
A. thaliana U59a and U5S9b snoRNA respectively. The antisense element located in the upstrean of
box D is different from all of those of snoRNA identified from mammlian and yeast genome. It was veri-
fied that the antisense element located upstream of box D dos mot guide A4. thaliana 255 rRNA G 1845
2" oribose methylation revealed by lower concentrition dN'TP reverse transcription analysis. The results
showed the important difference between A. thaliana U59 snoRNA and human U59 snoRNA, suggest-
ing A. thaliana U59 snoRNA gene cluster as a good system for further studying diversities of plant
snoRNA gene organization and expression, and the origin of snoRNA genes.
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