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Isolation, Identification and Serology of Aquatic Pathogenic Vibrios
from Zhujiang Entrence Rims of the South China Sea

MENG Fan-mei " , ZHU Yi-fu, Al Yun-can

Abstract; By using selective TCBS plates, nine types of strains of aquatic Vibrios were isolated from
nine water samples at five different regions around Zhujiang entrance rims of the South China Sea,
including Shenzhen and Zhuhai coastal areas and typical aquatic environments in Guangzhou City. Four
strains G, Y1, Y2, T with high frequency appeared on TCRS plates were selected out for
characterizing with Gram staining and acid negative staining under transmission electronic microscopy
showing single end-flagella and bending shape. Cambined with classic biochemical tests, yellowish Y2
and greenish G strains were identified as Vibrio cholerae and Vibrio parahaemolyticus, respectively.
The distribution analysis of serological group of two typical pathogens confirmed further there were
significant relationships among these isolates from such different water samples of those different
regions. The results suggested that the city’s aquatic environments with human behaviors should be
epidemiologically concerned as one of the key steps in the chain of preserving, collecting and spreading
aquatic pathogenic Vibrios.
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