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Fig. 1 = Chromosemal localization cf our novel, cDNA
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Sequence Analysis and Characterization of a Novel cDNA Clone

ZHAO Guijun', HUANG Yu-shan', XIANG Meng-ging”, Zhong Xiaofen', XU An-long'
(School of Life Sciences, Zhongshan University, Guangzhou 510275, China;
2. Department of Pediatrics, Center for Advanced Medicine,
The State University of New Jersey at Ruigers, New Jersey. USA)

Abstract: A novel dDNA was discovered through the screening of a human fetal heart library. Genbank searching
and blasting suggested that the cDNA sequence probably encodes a novel protein belonging to A —Kinase Anchoring
Protein (AKAP) family and its predicted protein sequence shows 71%; similarity with AKAP95. RII— binding site
in its 3 teminal was also found by Blasting with Genbank database. The sequence was found to be included in
Cosmid R33907 and F20900 origimated from Q13. 1 locus in Chromosome 19, suggesting that this gene locate in
Q13. 1 on Chromosome 19 and interestingly neighbore with AKAP9S.
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Expression of Human IL—12 P40 Subunit in Pichia pastoris

CHEN Xin-hua', YANG Lin', CHEN Qu-hou”, WANG Xunzhang', LONG Qing-xin'
(1. State Key Lab for Biocontrol, Zhongshan University, Guangzhou 510275, China;
2. Institute of Entomology, Central-China Normal University, Wuhan 430079, China)

Abstract: A 940 bp coding fragment of human I1-12 p40 gene was amplified via PCR technique and then cloned
into Pichia pastoris expression vector pPICZaC. After transfoming the linearized recombinant expression vector into
the yeast strain X-33, we obtained the engineered yeast strain Pichia pastoris X-33/ p40. The p40 gene was secretly
expressed after induction with 0. 5% methanol. Both the result of SDS-PAGE and Western-blotting pooved a 44 000
potein band in the superatant of medium. Gel scanning revealed the expression product acounted for 47% of the
total supernatant protein.
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