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BmCPV ( Bombyx mori cytoplasmic polyhedmwsis vitus) 4 ,
RT-PCR DNA 740 bp . pGEM-Teasy
GenBank database
( BmCPV) ; RT-PCR; ;
. Q78 : A . 05296579 (2001) 02-007503
(CPV) BmCPV dsRNA 4
‘ ' 1
200 CPV .
(NPV) , CPV 1.1
, LL1 R&E. Bk 2R
, CPV , 10 ,
. , ; pGEM -Teasy Promega
CPV , ; M109 .
, Cpv 1.1.2 B B X 7 EoR 1
Promega ; TRIzol Reagent, ¢DNA Synthe-
, sisKit  GIBCO BRL ; QIAquick Gel Ex-
CPV , CPV traction Kit ~ QIAprep Spin Miniprep Kit QIA-
GEN ; RNaseH  Boehringer mannhem
(BmCPV) ,
, 1.2
(1.3 , , (1) BmCPV : [2]
, (2) , Kuchimo ' 1982
; X : BmCPV dsRNA :
10 A , ,
VP4—1:5 TITCCACCAT GTCATTATAC GAG 3
, . VP4—2:5 GTTITCCCACC CCACATITCC C 3
, BmCPV (3) RNA : TRI Reagent
: dsRNAI
BmCPV 10 dsRNA, 4 (4) dsRNA 4 : Hagi-
3, wara dsRNA 49,
: (30070169)
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(35 DNA : VP4—1 VP4—2 740 bp , pGEM -
, Paul Teasy . pGVPL. 1
dsRNA N 1T pGVPl  EcoR1 \
lunt  RNaseH 37 C 1h. ,
(6) PCR : RNaseH 2
PL PCR . , 2.2
50 #1. 94 C 3min 3 .
94 C30s, 60 C30s, 72 C3min, 30 , 738bp, 2
Inter-
(7) PCR : PCR net  BLAST  GenBank  database
s 740 bp s , <
QIAquick Gel Extraction Kit . 30%.
(8) DNA : (rice ragged stunt virus)
pGEM-Teasy R R 28%.
E. coli IM109 , , .
QIAprep Spin Miniprep Kit Hagiwara (8
DNA. . Hagiwara 2000 4
(9) DNA : BmCPV 6 7 ,
(10) : DNA TOOL ,
Internet BLAST  GenBank database
1 2 3
2
2.1 BmCPV dsRNA RT-PCR 3000 bp — — 3000 bp
, BmCPV
N . 1000 bp — 738 bp
, , 500bp —
(3l , ,
dsRNA
RNA 1 pGVP1 EwRI
’ ’ Fig 1 EcwRI restriction digestion
4, RT-PCR, DNA patiern of plasmid pGVP1
, 740 bp . RT- 1DNA  ; 2pGVPV EcoRI
PCR 3

, . 3 pGVPI-Teast Vectiv EcoRI

2 TTrC CAC CAT GTC ATT ATA (GA GAA CAG ATA TCA TTA ACT GAA AAC ATG ACG CAA GTA GTA 61
1 F H H V I I R E Q I s L T E N M T Q V V 20
62 AGT ATT GGC GGA CGT AAC TTA GCT GAT ATG TCT GTT GTC CCT CIT AAC ATG AAG TAC GTA 121
262s I 6 G R N L A D M S V V P L N M K Y V 40
122 GTA ATA GAT CCA GCC ACA CGT ATC GAA ACA CTA ACG CAG GAA GGA GGA GGT ATC GAA GTC 181
41 VvV 1 b P A T R I E T L T Q E K K N I E VvV 60
182 CAA TCC AGA CCA TIC CAA TIT GAT GGG GCG AAC ATG CAT CTG GAG AAT AAT TCT ATA TAC 241
66 Q S R P F Q F D A A N M D L E N N S I Y 80
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242 TTA TIT ATT GGG GTG ATC ATG AAT GAG CCA AAC GGA GCA GCT ACT CCT GCT AGA ATG CAA 301

81 L F I AV I M N E P

N

G A A T P A

R M Q 100

302 ATG GAC AAA ATA CGC AAT GTC GCC ACA GCT ATG CTA ACT AGG ACG AAC TGC GIT GCG TAC 361

101 M D K I R N

vV A T A

M

L T R T N C V A Y 140

422 ATA CGT GTIC GAG GAG GGT (GA CTG GAA GTG GCG AAT TAT GTA CCC GTA GAT ACA CTC GTC 481

141 1

R v E E G R L E V

A

N Y vV P V D T L V 160

482 GAG GCA GCT GTG ACA TTG ATG TIG GGT GAC ATC GGC ATA ACA CAT GAG ATA ATA AGA CCA 541

61 E A D V T L M L R D

I

G I T H E 1 I R P 180

542 TGG ACG CCT GAG CIT ATA GAC GCC TGC TCG AAC TAT GGT ATT CGA CTA TGG TAT TCG CCT 601

81 S T P E L I

D A C S

N

Y G I R L

w Y S P 200

602 AGG TTC AAC AGG TGG TGC GGT TTIT GGA CGT GTT CAA CCA CTA CTC CCC CGT GAT CAA ACT 661

2010T F N R W C G F G

R V

Q P L L P R D Q T 220

662 TGT ACG CTC GTA GTG CTG AGT CTT AAG CAC AGG AGT TGA GGA GCT CAG TCC CGG GAG GGA 721

21 ¢ T L VvV V L S L K H

722 AAT GIG GGG TGG GAA AC
241 N V G W E

2 738 bp
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Fig 2 Nucleotide sequence and deduced amino acid of 738 bp segment
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Cloning and Sequencing of Partial Structure Protein Gene of
Bombyx moni Cytoplasmic Polyhedrosis Virus
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Abstract: A pair of primers was designed according to terminal sequence of genome fragment 4 of Bombyx mori cy-

tolplasmic polyhedrosis virus ( BmCPV). A series of DNA segments were acquired by RI'-PCR amplification. The
predominant fragment about 740 bp in the products of RI'-PCR amplification was purified after being excised from

the gel and then was cloned into pGEM -Teasy vector and sequenced. The sequence of the predominant segment

showed low homology with the listed sequences in the database of GenBank and was different fiom the counterpart of

the family Reoviridae. The result showed that the determined sequence was a new ore.
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