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Obtaining of Three New ESTs from Human Fetal Bone Marrow Stromal
Cells cDNA Expression Library and Screening of Target Genes

HUANG Yu-shan ; ZHAO Gui-jun, WU Wen-yan, XU An-long
(School of Life Sciences, Zhongshan University, Guangzhou 510275, China)

Abstract: mRNA were isolated from continuously cultured human fetal bone marrow stromal cells and transcripted

into cDNA. Fragments ( >400 bp) were obtained through sizesep 400 columns, then ligated into eukaryon expres-

sion plasmid pcDNA3.0. Three new ESTs were found through sequencing 15 library clones, they are quite different-
ly from the sequences in GenBank. Maybe those genes are stromal specific genes. Full length cDNA encoding hu-

man stem cell factor and IL — 6 were amplified by PCR using this library as templates.
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