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Cloning and Sequencing of Spodoptera exigua Multicapsid
Nucleopolyhedrovirus ( SeMNPV) gp37 Gene

LI Chong bi, YAN Qing sheng, LI Zhao féi, PANGYi, YANG Kai
(State Key Laboratory for Biocontrol, Zhongshan University, Guangzhou 510275, China)

Abstract: An EwRI1 2 2 kb fragment of Spodoptera exigua multicapsid nucleopolyhedrovirus (SeMNPV) genome
DNA was cloned by using random cloning method. The gp37 gene of SeMNPV which is contained in this fragment
has been identified. The open reading frame of the SeMNPV gp37 gere is 801 nucleotides long encoding a putative
potein of 268 amino acids with an Mr of about 30 400. The 5/*n0nen00ding region upstrean of a translational
start site contains one late consensus motif (ATAAG) . The SeMNPV gp37 gene has 50% ~ 68 % amino acid iden-
tity to other baculovirus gp37 genes and entomopoxvirus fusolin genes. Conserved regions of GP37/Fusolin very
high amino acid conservation and potential N— linked glycosylation sites were also identified in SeMNPV GP37 se-
quence.
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