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Identification and Sequence Analysis of a New Clone
R2I19 in Rice ( Onza sativa L.) S5 Locus

WANG Hong bin, LIU Bing, YI Hou fu, FAN Yun, LIU Liang shi, WANG Jin fa
('The Key Laboratory of Gene Engineering of Ministry of Education /
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Abstract: A genomic cosmid library of the wide tompatibility variety rice ( O. sativa L. Cpslo17) had been generated

using vector SuperCosl. The library represented more than 9 times haploid genomic equivalents with an average insert size
of ~40kb. A new clone R2I19 was isolated and determined using the S's tightly linked 23D12R as probe. Two sub-

lones, TRW1510 and TRW1517 were constructed with pYLTAC17 as vector. Based on GenBank and published draft

sequence of the rice genome ( hza sativa ssp. indica), some sequence infomation of R2119 have been analyzed.
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