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Tah 1 The Shannon divemity index of two blue peafowl populations

H VA H VA H VA
S8 0 7624 0. 0000 S164 0 7199 0 6931 S511 0 7766 0. 0000
s77 0 1370 0. 3466 S501 01711 0. 0000 S512 1. 4600 0 0000
S80 0 8841 0. 3466 S503 0 8845 0. 0000 S513 0 8903 0 3466
S84 1. 5676 0. 3466 S504 0 5825 0. 0000 S515 0 4096 0 0000
91 1. 0655 1. 3863 S505 0 7789 0 3466 S516 0 2977 0 0000
So4 0 5025 0. 3466 S506 0 9656 0. 0000 S517 0 1370 0 0000
S104 0 2227 0. 0000 S507 01711 0 3466 S520 0 6693 0 3466
S159 0 8199 0. 3466 S509 0 3001 0. 0000 0 6598 0 2260
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Tah 2 The distibution of genetic divesity of blue peafowl populations

Hyy, Hy, pr/Hav Hy, H,, Hyp /Hw

S8 0 3812 0 7091 0 5376 S505 0 5627 0 8123 0 6928

S77 02418 0 1641 1. 4739 S506 0 4828 0 9194 0 5252
S80 0 6153 0. 9056 0 6795 S507 0 2588 0 1918 1. 3492
S84 0 9571 1. 5431 0 6202 S509 0 1501 0 2769 0 5420
S91 L. 2259 L 1217 1. 0929 S511 0 3883 0 7413 0 5238
S94 0 4246 0 6183 0 6866 S512 Q0 7300 1. 3802 0 5289
S104 01113 0 2046 0 5442 S513 0 6184 0 9856 0 6274
S159 0 5833 0 8008 0 7283 S515 0 2048 0 3953 0 5181
S164 0 7065 0 7318 0 9655 S516 0 1489 0 2749 0 5415
S501 0 0855 0 2234 0 3828 S517 0 0685 0 1256 0 5455
S503 04423 0 9116 0 4852 S520 0 5080 0 6528 0 7782
S504 02912 0. 6047 0 4816 0 4429 0. 6650 0 6892
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A Study on Two Captive Blue Peafowl Populations by
Random Amplified Polymorphic DNA

KE Ya yong, CHANG Hong, SU Ying juan, ZHANG Guo ping, ZHU Shi jie
(School of Life Sciences, Sun Yat sen (Zhongshan ) University, Guangzhou 510275, China)

Abstract: Random amplified polymorphic DNA ( RAPD) was used to study two captive blue peafowl ( Pavo cristatus)
populations of Yingjili peafowl farm and Guangzhou z00. There were totally 173 and 157 bands respectively by using 23
random primers to amplify the genomic DNA of the two populations. The diversity ratio of them is 47. 40%) and 9. 55%
respectively .
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