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Cladistic Analysis of Sequences of Chloroplast rbcL Gene
and tmL trnF Intergenic Spacer in Taxaceae and Related Taxa

WANG Ting, SU Ying juan, ZHENG Bo, LI Xue yan
(School of Life Sciences, Sun Yat sen(Zhongshan) University, Guangzhou 510275, China)

Abstract: Chloroplast 7bd. gene and #mL #rnF intergenic spacer sequences (IGS) of 16 species in Taxaceae, Cephalo-
taxaceae and Podocarpaceae were determimed by sequencing cloned PCR poducts or amplified fragments directly. PAUP
package was employed to conduct the cladistic analyses of rbcL gene, tmL trnF’ 1GS and combined rbd. gene -tmL truF
IGS data matrices, respectively. The results reveal: (D that genus Amentotaxus is suggested to be included in Taxaceae
rather than to be treated as a separate family; Othat the unique status of Cephalotaxus oliveri in the genus of Cephalo-
taxus is confirmed which supports the establishment of Section Pectinata; (Dthat Nageia and some other members of
Podocarpaceae cnstitute a monophyletic group which argue against the separation of Nageia to create a new family,
Nageiaceae; (Dthat the establishment of Taxales is not supportive which implies that the single uniaxial strobolius of Tax-
aceae is probably derived from the reduction of complex biaxial one.
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