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Tab 1  Resistance analysis of R3 progeny transgenic rice

for rice brown planthopper and rice leafoller %

o 1 3 5 7 9

0.8 54 34.9 36.4 2.5

L4 0.7 9.9 43.3 35.5 9.2

HZ5— 1 4.8 129 33.9 43.6 4.8
HZ5— 2 10.2 15.4 46.2 28.2

HZ6— 1 5 14.3 14.3 57.1 14.3

I ONA I3 Southem HZ7—4 5.7 9.7 2.6 4 193 6.4

Fg 1 Southem Blot of genomic DNA HZ8—1 0,7 7.6 30.8 30.8 30.8
HZ8— 2 7 8.7 326 28.3 30.4

HZ1I0-1 7 13.8 32.3 27.7 26.2
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Inheritance Analysis and Insects Resistance of
Transgenic Rice Harboring GNA+SBTi Double Genes

LI Gui yingl, XU Xin pingz,XIA Qiangz, FU Jiamo', SHENG Guo ying]
(1.State Key Laboratory of Organic Geochemistty //
Guangzhou Institute of Geochemisty, CAS, Guangzhou 510640, China;
2. Biotechmology Research Center, Sun Yat sen University, Guangzhou 510275, China)

Abstract: Molecular genetic analyses and insects mesistance of transgenic rice plants were carried out. PCR /Dot blot /
Southern blot analysis confirmed Mendelian segregation (3 *1 or 15 °1) of some transgenic lines in R2 progeny. However,

some lines showed 1 ‘1 and other aberrant segregation patterns. Farther studied showed that segregation patterns of R3
piogeny were different fiom in the R2 progeny in the same line. Insect resistance test showed that 83.3% and 76. 9% of
the R2 and R3 progeny demonstrated enhancing insecticidal effect on rice planthopper, respectively. 78. 6% of R2 prog-
eny indicated enhancing insecticidal effect on rice leaffold, and R3 progeny also maintained Insect resistance effect. Al-
0, 9 lines of transgenic plants, which had better resistance effect on both rice planthopper and rice leaffold than wild -
type plants, were obtained.

Key words: transgenic rice harboring GNA-SBTi double genes; inheritance; resistance to rice planthopper; iesistance
to rice leaffold



