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Fig 1 Nucleotide sequence of the orange spotted grouper hemaglobin B -chain ¢cDNA
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Fig 2 Sequence alignment of orange spotted grouper B -globin chain with the B -globin chains of other vernebrates
SWISS -PROT : Emenald rockcod, HBB PAGBE; Atlantic salmon, HBB-SALSA; goldish,
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Cloning and Sequencing of Hemoglobin 3 -Chain ¢cDNA
from Orange spotted Grouper ( Epinephelus coioides)

YIN Zhi xin, HE Jian guo
(School of Life Sciences, Sun Yat sen University, Guangzhou 510275, China)

Abstract: Phage clones were randomly selected from leukocytes dDNA library of orange spotted grouper and used as tem-
plates for PCR amplification using ATriplEx 5'& " ID dnsert Screening Amplimers. Then the expression sequecne tags
(ESTs) were sequenced. The hemoglobin B chain ¢cDNA was isolated fiom the libraty. Tt consists of the longest open
reading frame of 444 bp that encodes of 147 amino acids. Using a computer sofware ( Compute pl MW at
http: L hvww. expasy. cn /) , the calculated relative molecular mass of the hemoglobin 3 chain is 16 544, with the pl of
6.95. It shows a 73.0% amino acid sequence identity with common carp beta globin type 3. The distal and proximal
histidine residues at the heme binding region were conserved. The functionally important residues that are involved in the
contacts with the heme and contacts between subunits were highly conserved.

Key words: orange spotted grouper; hemoglobin 3 chain; expression sequence tags (ESTs); ¢DNA libraty

Effect of Culture Condition on the Growth and Expression of
Recombinant E. coli ( hAGN) and on the Control of Acetate

ZHOU Lian, LUOJin xian, ZHANG Tian yuan, SUN Ci huang, CHEN Hong
(Key Laboratory of Genetic Engineering of Ministy of Education //
School of Life Sciences, Sun Yat sen University Guangzhou 510275, China)

Abstract: The cultural condition of recombinant E. coi ( hAGN) was studied. The appropriaie host strain, culture
media, and pH was detemined and found that the inhibition of acetate on gene expression could be decreased by in-
creasing pH.
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