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Optimization of ISSR Analysis for Excoecaria agollocha L.
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Abstract: Excoearia agallocha L. is a medical mangrove plant of Fuphorbiaceae. The factors which affect the ISSR
analysis in the study of the genetic diversity of E. agallocha , such as genomic DNA extraction, concentrations of
template DNA, Taq DNA polymerase, MgZJr and dNTP, etc were examined. The optimal ISSR PCR conditions in our
experiments were as the following: 1X Taq buffer (10 mmol /L Tris “HCl, pH 9.0, 50 mmol/L KCL 0. 1% Triton X -
100), 10 ng template DNA, 0.6 ~0.7 U Taq DNA (produced by Shenneny Bocai Company ), 0.2 Hmol 1L primer, 1. 5
~2. 0 mmol L MgCL, O. 2mmol /L dNTP. The length of amplification gave clear and reproducible banding patterns. The
length of bands ranged from 200 to 2 500 bp and exhibited a high level of polymorphism.
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