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Extraction of Maize Seed DNA and RAPD Analysis

XU Qifang1 , ZHU Su wen”, G—IANGHong1
(1. School of Life Sciences, Sun Yat sen University, Guangzhou 510275, China;
2. School of Life Sciences, Anhui Agricultural University, Hefei 230036, China)

Abstract: The genome of Zea mays seeds was respectively extracted from embryo or endosperm by two different kinds of
methods ( normal method and improving method) . The results showed that the genome made of improving method had
purer DNA, less RNA, bigger DNA fragments than that of nomal method. The genome from embryo or endosperm can
meet for RAPD ( Random Amplifiedploymorphic DNA). This experiment provides the RAPD of maize, molecular
marker, quality identification with the useful pathway.
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Different Construction for Human ¢ Mpl Ligand Expressed Plasmid and
Their Optimizing Strategy for Expressation in Escherichia coli

ZHANG Qing, GE Yi dhen, PAN Rui min, XU Pei {in
(School of Life Sceinces //The Key Laboratory of Gene Engineering of Ministiyof Education,
Sun Yatsen University, Guangzhou 510275, China)

Abstract. Thrombopoietin (TPO), the major cytokine affecting the poliferation and differentiation of megakaryocytes
through its interaction with the ¢ Mpl receptors, is believed to be the major physiological regulator of circulating platelet
levels. ¢ Mpl was used as the bait protein to screen human liver ¢cDNA library using a yeast two hybird system. A clone,
x 1 gene, was obtamed. The constructions of expression plasmid pET 28(b) w1, pBV220-p1 and pBAD é ITA »p1
were selected by using different promote controlling xp1 gene expression, then by inducing with IPTG, temperature,
arabinose. The biological activity of XP1 protein was measured by culturing colony foming units of murine megakaryocyte
(CFUMK) . Comparison of these expressions indicates that the solution and the stability of pET 28( b) p1 expression
were higher than the others, The solution and the stability of pBV 220 «xp1 expression were enhanced after induced a litlle
time in the low temperature, but its expression capacity was weaker than that of pET 28(b) -1, and its activity was
decreased. The expression pwteins of pBADé [IA xp1 were not secreted to the periplasmic space, which existed in
inclusion body and presented no activity.
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