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A Research of DNA Sequences as Covers of Information Hiding

ZHENG Guo ging's LIU Jiu fen*s HUANG Da ren”s XU An fong'
(1. Depariment of Biochemics, Sun Yat sen University, Guangzhou 510275, China;
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Abstract: Whether DNA sequences can be covers of information hiding is researched. First, the DNA sequences are
analyzed and the feasibility of DNA sequences as covers of information hiding is verified because of the stiong stochastic
noises in the nucleotide sequences. Secondly, based on the characteristics of DNA sequences, an embedding strategy is
poposed by which secret messages embedded in the high complexity regions of nonwoding regions should have better
security. The results are the key issues to design information hiding algorithms based on DNA sequences.
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