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Tah 1 Random oligonucleotide primers and

their sequences used for RAPD analysis

(5—>3) (5'>3"

S17 AGGGAACGAG S85 CTGAGACGGA
S103 AGACGTCC AC S120 GGGAGAC ATC
S121 ACGGATCCTG S151 GAGTCTC AGG
S155 ACGC AC ANCC S178 TGCCC AGCCT
S236 ACIACCCCACA S240 C AGC ATGGTC
S258 GAGGTCCAC A S312 TCGCCAGCCA
S345 CTCC ATGGEGG S346 TCGTTCCGC A
S397 AGCCTGAGCC S463 CTGAT ACGCC
S471 AMCGCGTCGG S501 TGCGGGTCCT
S506 GTCTACGGCA S512 AC AGGTGCGT
S1017 C AGTGGEGAG S1512 CTCCC AGGGT
S1518 GTGGGC AT AC

1.4 RAPD

25 M, 10X PCR (500 mmol/ L. KCl,

100 mmol/ L. Tris HCl, 1. 0% Triton X 100, 20 mmol/

L MgCh) 25 ML,
dNTP, (0.2 mmol/L) 0.5 1L,

Tag 0.2ML .5U),

. Taq

. 94 ‘C200s
72 C120s, 40

Gene Amp PCR System 2400 (Perkin Elmer
1.5%

Corporatien )

(L5 Mfmol/L) 0.3 ML,

: % Ce0s, 36 Co0 s;

; 72 °C

20 ML

10 min.

15
0. 99,
Shannon
H=—2pilnp,
pi ’ i
PopGen32 1 .
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156 s
6.78. 23 s S155. S1512
21 s 95

; 60. 90%.

1 S17 (1= 14
RAPD

Fig 1 RAPD profile of Euryodendron excelsum
samples obtained with primer S17

M. 100 bp ladder marker
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Tab 2 Gene diversity of the Euryadendron excelsum population
/% Nei Shannon
S17 9 6 66. 67 1. 6667 1. 3838 0. 2269 0.2110
S85 9 8 88. 39 1. 8889 1. 3982 0.2370 0.2221
S103 7 3 42.86 1. 4286 1.2133 0. 1286 0.1214
S120 6 2 33.33 1.3333 1. 3024 0. 1585 0. 0694
S121 7 6 85.71 1. 8571 1. 4031 0.2427 0.2221
S151 6 2 33.33 1.3333 1. 0717 0.0553 0. 0911
S155 3 0 0.00 1. 0000 1. 0000 0. 0000 0. 0000
S178 9 9 100. 00 2. 0000 1. 6729 0.3776 0.2738
S236 6 2 33.33 1.3333 1. 3026 0. 1583 0.0934
S240 8 4 50. 00 1. 5000 1. 3104 0.1788 0. 1262
S258 5 2 40. 00 1. 4000 1. 1674 0.1141 0.1282
S312 5 4 80. 00 1. 8000 1. 5195 0.2859 0. 1260
S345 8 6 75. 00 1. 7500 1. 5123 0.2997 0.2541
S346 8 8 100. 00 2. 0000 1.5113 0. 2869 0. 1980
S397 7 2 28.57 1.2857 1. 2099 0. 1205 0. 0555
S463 5 4 80. 00 1. 8000 1. 3102 0.2021 0.2141
S471 9 8 88. 89 1. 8889 1. 3629 0.2072 0. 1980
S501 8 5 62.50 1. 6250 1.3914 0.2148 0.1522
S506 7 3 42.86 1. 4286 1. 1792 0. 1075 0. 1147
S512 5 3 60. 00 1. 6000 1. 5403 0.2843 0.1097
S1017 8 4 50. 00 1. 5000 1. 3246 0.1792 0. 1305
S1512 4 0 0.00 1. 0000 1. 0000 0. 0000 0. 0000
S1518 7 4 57.14 1.5714 1. 3727 0.2165 0.1277
156 95 60. 90 1. 6090 1. 3471 0. 1993 0.1534
(PC1. PC2 PC3) 54.7%
i
3 RAPD (PCA)
14 Jaccard Fig 3 Plot of principal components ananlysis
UPGMA (PCA) based on RAPD phenotypic characters
Fig 2 UPGMA tree showing relationships among
14 individuals in Euryodendron excelsum established from 3
Jaccard smilarity coefficients
s
RAPD Camellia sinensis .
(PCA) 3 Singh RAPD
’ UPGMA . 3 6.3
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Genetic Differentiation and Conservation of 14 Surviving Individuals of

Euryodendron excelsum Endemic to China

WANG Tingl, SUYingjucml, YE Hua guz, OUYANG Pu yuel, JIANG Yu',
SUN Yu i', CHEN Guo pei', DENG Feng', ZHANG Hong da'
(1.School of Life Sciences, Sun Yat sen University, Guangzhou 510275, China;
2. South China Botanical Garden, Chinese A cademy of Sciences, Guangzhou 510650, China)

Abstract: RAPD markers were used to assess the genetic variations and the evolutionary relationships among all 14

individuals of a critically endangered Ewyodendron excelsum (Theaceae ) population remaining at Ba Jia Zhen,
Yangchun, Guang dong, China. Twenty three random primers detected 156 sites, out of which 95 (60.26%) were

polymorphic loci. Number of observed alleles was 1. 6090, number of effective alleles was 1. 3471, Nei’ s gene diversity

was 0. 1993, and Shamon index was 0. 1534. Relatively high level of geretic variation was identified in E. excelsum.

UPGMA tree established from Jaccard similarity coefficients exhibited that 14 individuals were clustered into two

subgroups, showing that the number 2 plant was genetically distant from the rest of plants. The UPGMA clustering was

also lent support by a principle components analysis (PCA ) of RAPD pherotypic data. Management and conservation

strategy of E. excelsum was proposed based on our results.
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