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Fl. 5— TAACATCACCTTCTTGCTCTG—3' (ut 1— 21

Rl: 5'— CACGACGGTAGTCTTGG— 3 (nt 456— 472)

F2. 5— CACGGGTCACGTCAGTT—3' (nt 418— 434)

R2: 5'—GTGCTCGCGGCTCTTT— 3 (nt 1425— 1440)

F3. 5—AAGCCAAGGCAAAGAGC— 3 (nt 1415— 143D
R3: 5'—TAAGCCCGGCACCAAT—3' (nt 2426—244 1)

F4: 5— AGTCGCCATTAAGAACATTG— 3 (nt 2300— 2319)
Rd: 5'— GCCGAAGCGTAGGACAG— 3. (nt 3087— 3103)

F5. 5 — TAATCCATCACCGCTTTGC— 3 (nt 1— 19)
. §— ATCGTTGTCAGTTGAATCAGG—3' (nt 411—431)
F6: 5— ATGGTACGCAAAGGT—3' (ut 27— 41)
R6: 5— TTAGTTTTCCGAGTC— 3 (nt 1029— 1043)
F7. 5— TGACGTGCTGTITATIGG— 3 (nt 848—866)
R7. 5— GCOGAGTTGAGAAGCGAT— 3 (nt 1416— 1433)
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%1 124 NNV 49 RNA2 HiF 85 7149 Aaftze 3"
Tah 1 Nucleotide similariy( %) of RNA2 from 12 NNV
1 2 3 4 5 6 7 8 9 10 11 12
1 82.5 83.2 83.5 85. 5 85. 5 98.7 83.3 91.8 9.0 79.0 80. 1
2 91.9 92.0 79. 4 79. 4 82.1 92.2 81.2 82.2 717.5 79.8
3 98. 4 79. 5 79. 5 83.0 99.3 81.6 83.5 77.5 79.3
4 79. 8 79. 8 83.2 98.9 82.1 83.7 77.6 79. 8
5 100 85.0 79.3 83.3 85.0 76.7 77.7
6 85.0 79.3 83.3 85.0 76.7 77.7
7 82.7 91.2 98.7 78.7 79.8
8 81.9 83.6 77.9 79. 8
9 91.5 78.3 79.7
10 78.9 79.9
11 81.0
12
1) 1 OGNNV, 2 ACNNV, 3 AHNNV, 4 BFENNV, 5 DIEV, 6 DGNNV, 7 GGNNV, 8 HHNNV, 9 JFNNV, 10 RGNNV, 11 SINNV,
12 TPNNV
~ R . =D
&2 124 NNV & RNA2 & B A 749 480 3B 5
Tah 2 Amino acid similarity (%§) of RNA2 from 12 NNV
1 2 3 4 5 6 7 8 9 10 11 12
1 87.9 87.9 88.2 89. 7 89. 7 99.3 87.9 94.9 9.6 82.4 83. 1
2 94.9 96. 7 83. 1 83. 1 87.5 95.6 87.1 87.9 82.4 82.7
3 97.1 83. 5 83. 5 87.1 98.5 86.8 87.9 80.9 82.0
4 83. 5 83. 5 87.5 97.8 87.9 88.2 80.9 83.5
5 100 89.3 83.5 89.7 89.3 80. 1 81.2
6 89.3 83.5 89.7 89.3 80. 1 81.2
7 87.1 9.1 98.9 82.0 82.7
8 87.1 87.9 81.2 82.4
9 9.5 82.7 83.5
10 82.0 82.7
11 82.5
12
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LIN S J. Genetic and antigenic

Sequences of RNAl and RNA?2 from Orange spotted Grouper
( Epinephelus coioids ) Nervous Necrosis Virus, China Strain

CHEN Xiao yan, WENG Shao ping, LULing, HUANG Jian nan, YIN Zhi xin, HE Jian guo

(State Key Laboratory for Biocontrol //School of Life Sciences, Sun Yat sen University, Guangzhou 510275, China)

Abstract: Severn pairs of specific primers are designed according to the published homogeneous sequences of nervous

necrosis virus (NNV) from GenBank. The target segments are cloned by means of RT PCR. The nucleotide sequences of
RNAT and RNA2 from OGNNV, China strain, are detemmined. OGNNV RNAT1 is 3 103 bp long, containing an ORF of
982 aa, while OGNNV RNA2 is composed of 1433 bp, cntaining an ORF of 338 aa. Both OGNNV RNAs show high
similarity with those from greasy grouper nervous necwsis (GGNNV ), Singapore strain. Analysis of OGNNV RNA?2

reveals that it is much closely related to dragon grouper nervous necrosis virus (DGNNV ), tedspotted grouper nervous

necrosie virus (RGNNV ) and GGNNV, and that these vimses share the same neutralization epitope. Six predicted RNA -

dependent RNA polymerase motifs are affirmed by nucleocide sequence analysis of OGNNV RNA1l. According to the
analysis of similarity and Phylogenelysis, OGNNV belongs to the member of RGNNV genotype.

Key words: orange spotted grouper nervous necrosis; sequence and analysis of genome; betanodaviruses



