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Tab. I The chamcierof he sk I ¢ylindrica popu htion sites
HF 31°51N 117°18'E 4 , 805 ~ 1002 30
WGL 30°56N  117°48'E 4 | 30
) 704
TGS 30°56N  117°48'E 5 . 5% 30
S7S 30°56N  117°48'E 5 . 500 30
YS 30°31IN 117°01'E 5 ’ "y 30
HSL 30039N 117°28'E 3 , 5% 30
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Tab.2 The ISSR anplification sysem of I cylidria
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Tab.3 The ISSR primers and their sequences amp lification results
(5 -3)
807 AGAGAGAGAGAGAGAGT 12 300 —1200bp 10 83 33%
808 AGAAGAGAGAGAGAGG 12 400 - 1500bp 11 91. 662
810 GAGAGAGAGAGAGAGAT 17 250 - 1700bp 17 100%
811 GAGAGAGAGAGAGAGAC 18 200 - 1600bp 15 83 33%
815 CTCTCTCTCTCTCTCTG 10 320 —1500bp 8 80%
825 ACACACACACA CACACT 13 380 —1300p 12 92 3%
826 ACACACACACACACACC 13 350 —1500bp 13 1004
836 AGAGAGAGAGAGAGAGYA 17 200 - 1200bp 14 82 35%
842 GAGAGAGAGAGAGAGAYG 13 200 - 1100bp 12 92 3%
864 ATGATGATGATGA TGATG 13 400 - 1300bp 11 84 61%
1) Y=(GT
° b
46 A9 FEREE ST L
Tab. 4 Genetic variability of six I ¢ylindrical populatons
Nei (H) (0 P(%)
HF 0 2568(0 1715) 0 3935(Q 2390) 82 01%
WGL 0 2042( 0 1871) 0 3147(Q 2632) 71 22%
TGS 0 2547(0 1787) 0 3888( 0 2471) 80 58%
SZS 0 2004( 0 1887) 0 3085( 0 2653) 69 0674
YS 0 2433(0 1970) 0 3643( 0 2755) 74 82%
HSL 0 1997(0 2012) Q 2987( 0. 2875) 57 55%
M ean 0 2265(0 0279) 0 3448( 0 0425) 72 54%
Towl 0 3125(0 0248) 0 4721(Q 2039) 94 96
1) (St Dev)
2.3 27.53% . T2.47%
(Ht) . AMOVA s
(Hs) . 30.00% (P<<0.002),
POROGENE ) 70.00%5
G, 0.2753 )
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Tab. 5 Nei’s genetic dentity and genetic distance bew een I ¢y lindrica populations
HF WGL TGS SZS YS HSL
HF *ox oKX 0 8613 0 8772 0 8664 0 8712 0 8712
WGL 0 1493 * o o% o 0 9087 0 8190 0 8759 0 8742
TGS 0 1310 0 0957 X KX 0 8580 0 8949 0. 8570
SZS 0 1434 0 1996 0 1531 *ow %X 0 8658 0 8338
YS 0 1378 0 1325 0 1110 0 1441 X KX 0 8713
HSL 0 1379 0 1345 0 1543 0 1818 0 1377 * ok %X
1) ,
b b
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Genetic D iversity of Inperat cylindrica Popultions Colonizing on the
Metal TailingsW aste Lands by ISSR Techn ique

TUN ShengnfL S WANG Zhengfengl, GAO Sarrhong3, HAO Yan ni's PENG Shao lin"’
(1. South China Botanical G adlen Chnese Academy of Sciences Guangdong Povincal
K ey Laboratory ofD igital Botanical Gaden Guangzhou 510650 Chna
2 School of Life Sciences A nhuiAgriculumlUniversity Heifei 230036 Ching
3 School of Life Sciences Sun Y at Sen University Guangzhou 510275 China)

Abstract The genetic d versities of six [ c¢ylindrica populations were detem ined by ISSR echnique. The sample
malerials were collected in Anhui province fran four different copper tailings one lead — zinc tailngs waste land
and the nomal soil far away fran m ne aweas Out of 100 ISSR primers 10 prmers generaked highky rep wducib k
and stable DNA bands U sing these priners 139 discemble DNA fragnents were produced for the 180 sanp ks of
sk I o/lindrica populations The number of polymorphic lociwas 132  and he perceniage of polymorwphic loci
was 94.96%. The result of POPGENE analysis indicated he whole genetic diversity (Ht) of I o lindrica was
0.312 5 and the genetic diversity (Hs) among the populations was 0.226 5. The genetic diversity Shannon
ndex and percentage of polymorphic bei for he population grow ng on the nomal soilwere higher han other five
popu lations on the metal tailings waste land The resulis of AMOVA and PCA analysis indicated genetic
diffe rentiation had taken place signally anong he six populations cobnizing (?,=0.030 P<0.002). Fum the
resulis of this sudes the high genetic dwersiy of I cylindricalmay contrbute to cobnize on the copper tailings
and kad — zinc tailings

Key words KSR ( lher- siple sequence repeat); metal tailings waste land Mperatn cylindriacai genetic
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