46 2

( ) Vol 46 No 2
2007 3 ACTA SCIENTIARUM NATURALUM UNNERSITATIS SUNYATSENI Mar 2007

N

Tk R TR SSRARIC I L Z REMER 7T

12 L2 )2 1 93 Jp 12 - 12 2 1
FEF FRFE, PThRE, Bk, X F, &B#H
(1L P EHFERAE I, W RH 61004
2 PEAFRAL AR, LT 100039)
SSR 64 30 SSR , 22
, 2~15 132 , 6.0
2~11 0. 16 ~0.91 0.65
; ; SR
Q75 A 0529 6579 (2007) 02 0082 05
. SSR
[ 10]
[9 R [ 1] . [ 12
. SSR .
te . SSR
. SSR ,
[3-7
Lo SSR .
1
SSR . . 1.1
64 . 45 19
, . . , . 64 51
. 13 \
[37510 , SSR [6]‘
[7 . [8]
SaghaiM aroof '’ SR . 1 600 ~4 200 m
. SSR (1)
SSR 700 1.2
300 100 1.2.1 DNA ##  DNA DS
SSR [59 [ 13]
* 2006 - 07 -14
863 (2003AA207100); ;
( 2006FY110700)
(1971 )

] ’

; : : Email Yund@ cb,ac cn



2 SSR 83
&1 640 F s R IEF AR .
Tab. 1 List 0f64 cultivated hullkss cultivars from SSR 30
Q nghai TibetPlateau used n this study 1H. 2H. 3H. 4H. 5H. 6H. 7H
I 25 3 7 4 LT, 5
701 2,03 704 7.05 706 Z07 Z08 709 ’ 25
210 Z11 Z12 213 214 216 717 719 . . ,
720 721 722 7.23 724 7.25 726 727 10 M (
2500~ 4000 cai
728 7.29 730 732 734 7.35 736 737 2)! I i
738 739 740 742 743 7.44 745 746 (2) PCR
754 7.55 778 779 787 PCR )
747 7.48 750 7,51 753 7.56 758 7.66 (a) PCR
767 271 273 274 275 276 Z77 Z.81 1600~ 4000 PCR 25 11, 2.5 mmol L
782 7.83 7.84
82283 L8 INTPs 2.0 #L. 25mmol LML 1.5 L. 10

X buffer (MgC}l —Free) 2.5 #1. 5 pmol #L

1.2.2 SSR%#1 2.0 L. 5U FL Taq DNA 0.2 L. 10
(1) SSR ng ML DNA 2.0 #L 12.8 *L,
% 2 K& SSRARICEEARIZE . MEMIK. 5145742 PCR &
Tab. 2 Chmmowome bcations linked traits Priner sequences and PCR Procedures of barky SSR's
SSR PCR SSR PCR
Ehm ac0501 H , T - 50 GM 8027 SH (H a4) T - 50
Bm ag0125 H (Ha2) - ;5) GM S001 5H T - 50
Bm ag0692 H T-50 Bnac0096  5H T - 50
HVM 54 H T-55 HVDHN9 SH  mRNA fordehydrin -9 T - 50
GM S003 H T-50 HWM 11 6H T-55
T-55
Bm ac0093 H T-50 Bm ag0359 7H
T - 50
Bm ag0603 3H T -50 Bm ac0167 7H T - 50
HVM33 3H T-55 GM S056 7H T - 50
Bm ag0006 H Y d2 T-55 GM S046 7H T - 50
W axy
Bm ac0310 H T - 50 Bmag0206  7H T - 50
T - 50
Ebmad)701  4H T-50 HWMY 2 7H
T-55
HVRCABGA 4 Huw axy4 TH T - 50
T-55
HVRCABGB 4 T-55 HVM 04 7H W axy 50
T -55
HVM 40 H T-55 HVQM A 7H 5
HVM 67 4 T-55
HVMO03 M Rea T-55
(b) PCR 94 C S5mir— 94 C 30 s
K arakousis ', PCR 30s 72°C 30 s
(Touchdown PCR) 9700 PCR . 64 C 1°C 55 C, 55
PCR T -55 ( 55~60C  C 25 2 —
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72 C 10mn 47C . GMS027 , 0.65 Ebm ac0501.
PCR T =50 ( 50 ~55 C HVRCABGA. HVRCABGB
): 50C 17T . , 3 . .
50 G, T -55 . SSR
2 2.2 SSR
(3) PCR ,
w=6% (29A ciyl 1Bis) 124 5.6 0.19 ~
200 V 3h , 0.91, 0.65 GMS027
. Bio —Rad GDS2000 . HVCMA
121 , 5.1 0.09 ~
: W= (.88 0.63, GM S027 .
0.1% AgNO; 10m in HVCM A
, (2.0 g/100mL
Na&OH +40mg /100 mL Na,CO; + 100 “L ) . Bmac0310.  Bmag0692.
’ . HVM 11. Bmac0167. Bmac0096. HVM 3. HVM 40.
1.2.3 KEHSAHT POPGENEL 01 HVM 67. GM S027
; NTSYSpc2 , 0.01 ~0.23 Em ac0701
01 . Bm ag006 5
) ; GMS001  Bmag0125
2.1 SSR 30 ’
30 . 25 , » .
( 1), Ebmac0501. HVR g . 3SR
CABGA. HVRCABGB3
. .22 ’ ’
’ GMS46. HVM 33  HVM 54
2~15 132 . 6 0 ,
4 A ’
37%. > ; ’
~11 . HVM 33 . ’
0.16 ~0.91 HVG
MA-— 2 , SSR 64
. L. II. I V.
A 500 I, 1
i ‘8 I 12 . 10
L .2 I 11 .9
AT TIT p : , 2 . IV 4
. o Gg g ti-iMa . & .3 o1 . 64 ,
i i 756 784 : :
SSR
1 SSR PCR . 22
A Hwwaxy4 B Bmad310
Fiz. 1 Polyaciybmide gel ekctophoresis of PCR p oducts , SSR

of SSR m aike1s
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— L ———— f:i’ . , PCR
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g |
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2.4.1 X FiEFRMEK HWAMY2 Bmagd692.
GMS00l. HVM 54 Ebmac0501 5
HVAMY 2 . Eb ’ ’
m ac0501 , , X
; Bm ag06927 8
7 : GMS001 9 ’
( . 5 ,
; HVM 54 ’
6 ’ .
. 3 .
2.4.2 A MRk Bmag0206. HVM 04
H w axy4 ) HVM 04
Bm ag0206  Hvw axy4 .
10 2 .7 3 i
2.4.3 BEMIK  Bmag0206 . ,
. 10 ,
7 . Bm ac0096 SSR )
. 10 SSR .
5 . GMS027 ( IHL 6HS) SSR
. 15 10 SSR .
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6 4 .. SSR



86 ( ) 46

. Comparative analysis of genetic sinihriy anongmaize in
bred lines detected by RFLPs RAPDs SSRs and
AFLPs[ J]. Theor Appl Genet 1998 97 1248 -
1253

[9] KARAKOUSISA BARR AR CHAIMERSK J etal
Potentil of SSR maikers for plant breeding and variety 1

[1] )
[J- ., 1998 2Q 20 -25

[2] ’ [].

dentification n Australian barky gemplasn[ J]. Austral
an Joumal of A gricultural Research 2003 54 1197 -
1210
[ 10] STRUSS D, PLIESKE ] The use of m icosatelliie
markers for detection of genetic diversity in barley pop
uhtion{ J]. TheorApplGenet 1998 97 308 — 315
[ 11] . , ,

, 2004 12 1-4

[3] WEBER JL The infom ativeness of hunan ( dG-dA) n
( dG-dT) n polmorwhisn[ J]. Genomics, 1990 7 524
- 530

[4 WANG Z WEBER J L ZHONG G et al Suwey of
phnt short tandem DNA repeats| J]. TheorApplGenet
1994, 88 1-6

[5] SAGAHIMAROOFM A S BINASHEV RM, YANG G
R etal Extmordinarily polym orphicm icrosatellie DNA

L.
» 2003 10 46 - 53
[12] NANDICYV, HACKETT C A NEVO E et al Analysis

in barl ies diversi h som al locati d
in barley species diversity chran osom al locatbns an of sinp b sequence repeats ( SSRS) inw ild barley from

lation d ic J] . Pwceedings of the National A
population dynan ic J fecedigs of fie Ratond the Fertik Crescent associatbnswih ecology geogra

phy and fbwering tme J]. PhntMolecubr Biobgy
2002 4& 511 -527
[ 13] . ) [M].
, 1998
[ 14] PILIEN K BLINDER A KREUZKAM B etal Map

ping new EMBL derved barkym icosatellites and their

cadeny of Sciences of the United States of America
1994 91 5466 - 5470

[6] POWELLW, MORGANTE M, ANDRE C et al The
comparison of RFIR RAPD AFIP and SSR maikers for
gemphsm analysis[ J]. Molecuhr Breeding 1996 2
225 -238

[7] AKAGIH, YOKOZEKIY, NAGAKIA M icrosakllite
DNA martkers for rice chrom osanes| J] . TheorApplGen
et 1996 93 1071 - 1077

[8 PEJC I AMONEMARSAN R MORGANTEM, etal

use in differentiating Geman barky cultvar] J]. The
orApplG enet, 2000 101 652 - 660

Genetic D iversity of SSR M arkers in Cultivated Hulless Bar key
from Q nghaiT betPhteau in China

12 2 2

PAN Zhi fn °, ZHOU Y%xilg" » DENG Guangbingl, ZHAIXwguangl' ) WUFangL g YUMa(rqun1
(1. Chengdu Istitute of Bology Chinese A cademy of Sciences Chengdu 610041 China
2 Graduate School of he Chinese A cademy of Sciences Beijing 100039 China)

Abstract The genetic diversity 0f64 cultivated naked barley fran Q nghai TibetPlateau was studied with 30 SSRs
ofknovnmap location. Among the sekcted SSRmaikers PCR pwducts of 5 SSR markers w ere not obtained and 3
SSR marker lociweremonaneric A totalof 132 alleleswere identified at 22 polyaneric SSR loci The nunber of
alleks per beus ranged fran 2 t0 15 with an aveage 0f6.Q The pobmophisn infom atbn content valies for the
SSRs ranged fram 0. 16 10 0. 91 w ith an average of 0. 63 The results indicate he genetic divesity of ailiivated na

ked barky fuum ) nghai Tibet Plateau is very hzh At he same tme it is found he genetic diversity of SSR loci
linked w ih mportant agrocultural traits ncluding pest, diseass naked chamcter starch traits and malt quality n
cu ltivated naked barley fram Q inghaiTbet P lateau is very rich which is an mportant ®esource bank for cereal
breed ng The genetic diversity in T bet and Sichuan accessbns is different and has specific genes linked with the
sites of orgin  Jaccar ‘s coeflicient of sm ilariy was calculated and the lneswere gwuped by clister analysis u

sing UPGMA. A dendrogran was obtained frum the analysis of the groups and fveman clhisterswere identified No
e lationship beween the distrbutbn in the dendrogram and grow h habits and origins of the cultivars coul be de

teced Diagran obtained hrough cluster analysis exh bited a strucuration of d versity and genetic relatbnship a

mong cu ltivated hulless accessions In breedng pogran, parentsw ith genetically distant e lationsh p for hybrd iza

tion w ill increase genetic diversily of pogenies

Keywords, QinghaiT bet P lateay  cultivated. naked barley; . SSR;  genetic dive rsity



