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Abstract Based on the sequences infomation of the rice Cosn id clone R2119 the JS5BC conti ( BAC contig of
Japonica rice S5 locus) had been constmcted The lengh of JS5BC was 586 kb and covering the S5 beus as de
tem ned fum the relativem ap ofmolecularmatker amund the S5 locus A fier annotation of F5BC, 46 gene loci

were predicled Among he 26 genesw ih predicted function ther wemr three gene familiesmanl: xybglican fir
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esterase /lipase gene family and flavin oxidoreductases gene fanily respectvely A
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metabolim and so on To verify he annotation of JS5BG  one of he annotated genes OS APH, was isolated fran

Cpslo 17 and analyzed
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