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Construction of Vector Carrying aiiA Gene of Bacillus thuringiensis
and Transformation of Dendrobium
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Abstract; Soft rot disease is a great threai to the cultivation and production of Dendrobium and other or-
chids. Bacillus thuringiensis (Bt) contains aiiA gene encoding AiiA protein which could enable planis re-
sistance to the soft rot disease. aiid gene was amplified from Bt and constructed into the binary vector
pCAMBIA1301 to construct the expression vector pSAN. For the first time, the aiid gene was transferred
into Dendrobium by Agrobacierium tumefacien EHA105. Through 4-month selection cultivation, the hy-
gromycin-resistant shoots regenerated from PLBs. Subjected to GUS assay and PCR analysis, the shoots
were proved to be transformed shoots. This research work may contribute to cultivate novel Dendrobium -
species which could resistant to soft rot disease.
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Fig. 1 Construction of recombinant plasmid pSAN
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Fig. 5 Regemeration of hygromycin-resistant shoots
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