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Abstract: This paper used ISSR Molecular Markers to study the genetic diversity and the genetic rela-
tionship among 40 types of Prunus divaricata which originated in Tianshan Mountain of China. The study
of genetic diversity and the analysis of UPGMA cluster showed that the 40 types of P. divaricate have ge-
netic diversity, the average diversity index (1) was 0. 488, the genetic similarity coefficient (Hs) ranged
from 0. 504 to 0. 851 with an average of 0. 678, the genetic distance (GD) varied between 0. 127 0 and
0.604 2, the number of alleles (Na) and effective alleles (Ne) was 1. 908 and 1. 571 respectively, and
the population has a low genetic diversity because of the average Nei’s gene diversity index and the aver-
age Shannon’s information index (/) was 0. 17 and 0. 22 ; The 40 types of P. divaricate can be classified
into 4 groups from the clustering results of molecular markers, combined with morphological analysis. The

results showed that the 40 types of P. divaricate can be divided into four varieties, which were included
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P. divaricata var. humila (N. R. Cui et L. Wang) D. F. Cui, comb. nov., P. divaricata var. ni-

grooarp (N. R. Cui et L. Wang) D. F. Cui, comb. nov. , P. divaricata var. phoenicea (Z. Xu) D.

F. Cui, comb. nov. and P. divaricata var. luteola (N. R. Cui) D. F. Cui, comb. nov..
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Table 1  Information about the types of Prunus divaricata
'y 4 BT 4 R || RS Ey i BT 4
1 21 R RS f orm. erythroorbiculata 7. Xu et L. Wan LT, 21 15 B Rk 2= form. auraria Z. Xu et L. Wang
2 BTy form. calorcarpa N. R. Cui et L. Wang LT A0, 22 RS form. glaba Xu et L. Wang
3 e A6 Rk 2= form. opseflorecena 7. Xu et L. Wang 2 SAR N 23 AR ZE form. pendula Bailey
4 NS S form. macroovoida 7. Xu et L. Wang RPN 24 oAy Y form. humila N. R. Cui et L. Wang
5 LT form. ziziphicolora Z. Xu et L. Wang LT AD, 25 EPE RN form. morecarpa Z. Xu et L. Wang
6 BT Mk 2= form. ovata N. R. Cui et L. Wang PSR 26 A form. longistigna N. R. Cui et L. Wang
7 BEE T I PAN Y e form. rosea Z. Xu et L. Wang B || 27 JNIRIEAR 2 form. microcarpa Z. Xu et L. Wang
8 AR XY form. phoenicea Z. Xu PATAR N 28 PNLR Y % form. macrophylla N. R. Cui et L. Wang
9 LR RACEHZE form. erythrocarpaZ. Xu et L. Wang LA, 29 Rk form. praecooflora N. R. Cui et L. Wang
10 ZLRBEHEBEZE  form. puniceocarpa N. R. Cui et Wang P ARN 30 Yz 3 & form. micrantha N. R. Cui et L. Wang
11 2T [RARE A form. huochengensis Z. Xuet L. Wang Har(o || 31 ] 4 PR 2 form. paniculata N. R. Cui et L. Wang
12 ZIff k2 form. elliptica 7. Xu et L. Wang HHLr || 32 5] SRAR R 2 form. orbiculata N. R. Cui. et L. Wang
13 R TR ek s form. rubra Z. Xu et L. Wang B4 || 33 AN R k2 form. nigroovata Z. Xu et L. Wang
14 OB form. erythrocardata N. R. Cui et L. Wang  JRZ1{4 34 KA 2= form. grandiflora N. R. Cui et L. Wang
15 IRy s form. purunicolora Z. Xu et L. Wang piIFARER 35 KUAEPRE 2 form. biflora Z. Xu et L. Wang
16 Evia v &S form. moltoflora N. R. Cui et L. Wang SR (i 36 KBREEMEZ  form. macronigraocarpa Z. Xu et L. Wang
17 SR form. macrocarpa Z. Xu et L. Wang AR N 37 WA form. luteola N. R. Cui
18 NS & form. cardata N. R. Cui et L. Wang 38 AN form. armeniaca N. R. Cui et L. Wang
19 BTN form. mucronata N. R. Cui et L. Wang 328 39 BN form. suconea 7. Xu
20 LeRF vy e form. nigrooarp N. R. Cui et L. Wang LM (1, 40 R TRk form. diluteocitrea Z. Xu et L. Wang RET,
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BIL 514 853 X 40 fy BPAE 2210 6 DNA /) ISSR 43§45
Fig. 1 Primer 853 ISSR amplification results to the total DNA of the 40 types of Prunus divaricata
M: Gene Ruler TM200bp DNA Ladder Plus; 1 —40: 4358 1 —40 S4E7 & DNA ff ISSR §# 45
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Table 2 The primers sequences and amplification bands
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Fig.2 40 Types of Prunus divaricata related clustering figure based on ISSR markers
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P. divaricata var. humila (N. R. Cui et L. Wang)
D. F. Cui, comb. nov. BB PAMEAS P divaricata
var. nigrooarp (N. R. Cui et L. Wang) D. F. Cui,
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