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Abstract: Acanthaster planci, commonly known as the crown of thorns starfish, usually preys upon scler-
actinian corals. Recently, Acanthaster planci has been found biocenotic association with diverse and a-
bundant microbial communities. Using three different media, nearly 200 strains of the endophytic fungi
were isolated from the Acantaster planci collected from the Sanya, Hainan province, China. The ITS-rD-

NA gene of 16 strains were sequenced, and submitted to GenBank. The register numbers of the se-
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quences for these strains are KF999808-KF999822 and KJ723458. The phylogenetic tree was then con-

structed by using a neighbor-joining method, as well as the population diversity analysis. 16 strains be-

longing to 2 phyla ( Deuteromycota, Ascomycota), 5 orders ( Hypocreales, Eurotiales, Meliolales, Mi-

croascales) , 6 genera ( Trichoderma, Pseudallescheria, Penicillium, Neosartorya, Leptosphaerulina,

Pleosporale, Fusarium,) were classified into 8 groups. And ten strains belonging to Fusarium indicates

that Fusarium is the dominant fungi, and the endophytic fungi community with form of commensalism of

Acanthaster planct has the low degree of homogeneity.
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Table I The (G +C)% content of ITS fragments from the
fungi associated with Acanthaster planci
stz nRes ITS K Ji/bp (G+C) /%

F1-1 505 56
F1-2 463 52

F2 -3 454 53

F4 -1A 511 56
F7-1B 445 58
F7 -1C 461 61
F10 -3 480 55
F16 -1 453 52
F27 -1 506 60
CHJA 462 53
CHJB 460 52
CHJIF 464 52
CHJ2 459 53
CHJ3 444 51
LJC 462 52

F46 -1 525 52

2.1.2 16 hKphif B WA AW 09 RAF 57

FEARATY 16 BRELTH Y 1TS J¥ 4158 i Blast 55 84
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Table 2 Phylogenetic information of ITS of 16 isolates from Acanthaster planci

RS> Bk V30 [ 5 Fme AR AL e B Score Cover/% Similarity/ %
F1-1 KF999808 Trichoderma erinaceum 1 007 98 100
F1-2 KF999809 Fusarium fujikurot 933 98 99
F2-3 KF999810 Fusarium proliferatum 933 98 100

F4 -1A KF999811 Trichoderma atroviride 1020 99 99
F7-1B KF999812 Leptosphaerulina sp. 909 98 99
F7-1C KF999813 Penicillium citrinum 928 98 99
F10 -3 KF999814 Fusarium solani 972 98 99
F16 -1 KF999815 Fusarium sp. 929 99 100
F27 -1 KF999816 Neosartorya pseudofischeri 998 96 99
CHJA KF999817 Fusarium sp. 928 96 99
CHJB KF999818 Fusarium sp. 937 98 100
CHJIF KF999819 Fusarium sp. 929 97 100
CHJ2 KF999820 Fusarium sp. 950 99 99
CHJ3 KF999821 Fusarium clamydosporum 922 98 99
LJC KF999822 Fusarium sp. 941 100 99
F46 -1 KJ723458 Pseudallescheria boydii 1 081 99 99

PR R PEPE A s R P ST Clustal X B RGER B W, SMHEHC Mucor racemosus f. sphaeros-
HATZIF IR, 5 MEGA6 LASRIEIEREM A porus (AJ878775) (WLIEI2),

100 — Fusarium solani strain ATCC 36031 (HQ026747) li Clade T
L F10-3 (KF999814)

Gibberella fujikuroi (AB237662)

Fusarium fujikuroi"(NR 111889)

Fusarium proliferatum isolate MG4 (GQ856689)

Fusarium acutatum CBS 402.97T (NR_111142)

LJC (KF999822)

F16-1 (KF999815)

CHIJIF (KF999819)

F1-2 (KF999809) L Cladell

F2-3 (KF999810)

CHJ2 (KF999820)

CHJA (KF999817)

CHIB (KF999818)

48 I: Fusarium subglutinans isolate ZMS-309-9 (DQ297567)

“ﬁL Fusarium verticillioides strain HT-ITV50 (KF010170)

Fusarium subglutinans strain AAFC-Fcir-012 (KC464632)

90

100 Fusarium chlamydosporum strain CanS-26 (JF817304 Cladelll
— L CHIJ3 (KF999821) P ( ) Ii
100 F46-1 (KJ723458
% 90 _E Pseuda(llescheria éoydii CBS 101.22T (NR_111144) '; CladelV
55 F1-1 (KF999808)
_I:E Trichoderma erinaceum ATCC MYA-4844" (NR_111837) Clade V
100 F4-1 (KF999811)
60 52 Trichoderma atroviride isolate CBS 142.95 (AF456917)
100— F27-1 (KF999816) }; CladeVI
100 Neosartorya pseudofischeri isolate NRRL 3496 (EF669966)
l80— F7-1c (KF999813) — CladeVt
Penicillium citrinum strain CBS 122452(GU944576)
99 — F7-1B (KF999812) }— CladeVll

Leptosphaerulina australis strain CPC 3712(JN712494)
Mucor racemosus f. sphaerosporus isolate RR137 (AJ878775)

P 2 JE T N-J ARHETEA A 16 BR IR R I A FUR ITS REELF R, HE 1000 K
Fig. 2 Phylogeny illustrating species relationships inferred from neighbor-joining analysis of the ITS gene. Each number indicates

the percentage of bootstrap samplings, derived from 1 000 samples, supporting the internal branches of 50% or higher.
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